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ADT i Body Regions

ADT AT Anatomic Landmarks
ADT.236....ccciiieieieieeee e Breast
A01.236.249......cccooiiiiiiil Mammary Glands, Human
A01.236.500......ccccceeeiririirieieeieeanas Nipples
ADT.378..ciiiiiiiece Extremities
A01.378.100........ceieeeieeeeiee e Amputation Stumps
A01.378.610...ccceiieiiieeieee e Lower Extremity
A01.378.610.100.....c.ccceiriiriirereeeeeieee s Buttocks
A01.378.610.250.....c.cciiemreiieiiiiieeeee e Foot
A01.378.610.250.149.....c..ciiiiiiiiiiiiceiec e Ankle
A01.378.610.250.300.........cccceeiiiiiiiiiiiiii, Forefoot, Human
A01.378.610.250.300.480........cccemeeiriiieiirieieeeeene Metatarsus
A01.378.610.250.300.792.....ccueiuiierrieieieieieeee e Toes
A01.378.610.250.300.792.380......cccrerureeeeiieiiriinienreeenas Hallux
A01.378.610.250.510....c.ccuveueeeieieieieieeie e Heel
A01.378.610.400........cccimiiiiririeeeneee s Hip
A01.378.610.450.....c.ccieiiiieiieiieeeee e Knee
A01.378.610.500........ccciriiinrericeneeeeenes Leg
A01.378.610.750.....cccieieieiiieeieeeeee e Thigh
A01.378.800........ccceieireeiiieeeiieeeriiee s Upper Extremity
A01.378.800.075.....ceeieueieiieeeieeeeeeee e Arm
A01.378.800.090.....c..ccumrrirrinririreeeieee e Axilla
A01.378.800.420.....c.cciuemiiiiiiiiieieeee e Elbow
A01.378.800.585.......c.coveeiieeeeeeeeeen Forearm
A01.378.800.667.....c.cevemeeiiaiiieiieieeeiecee e Hand
A01.378.800.667.430.......ccccvmvimririeeieineniennennas Fingers
A01.378.800.667.430.705......ccccemerieieieiaiaieaieeieene Thumb
A01.378.800.667.572.......ccceeiieeeiiiieeiiieeeiieeeans Metacarpus
A01.378.800.667.715....c.ocieuieeiieieeieeee e Wrist
A01.378.800.750.....c.ccuerriirrinrereeeenieee s Shoulder
AOT.A56.....oiiiieiiieeee e Head
A01.456.313...cciiiiiiiiiiiiieeeeene Ear
A01.456.505......ccciiieiiiiiieeeeeee Face
A01.456.505.173..c.ccveiiiiiiiieceeee e Cheek
A01.456.505.259.....c.ccieiiiiiiiiieeeee e Chin
A01.456.505.420........cccciiiiinririeeeneieens Eye
A01.456.505.420.338......ccceueriiiiiiieieeeie e Eyebrows
A01.456.505.420.504.......c.0ccviiniiiiieeeinineniee Eyelids
A01.456.505.420.504.421.....ocuiiiiiiieeiee e Eyelashes

A01.456.505.580.........ccccccviiiiiiiiiiiicie Forehead



2016 MeSH Tree Hierarchy

Tree location

A01.456.505.631.....cveiiiiiiiinieicceee e Mouth
A01.456.505.631.515....cccciiiiiieieieieeee e Lip
A01.456.505.682........ccevriirinririeeeeieie s Nasolabial Fold
A01.456.505.733...ccveienieiiiesieseee e Nose
A01.456.505.750.....ccccmiiieiiiiiiieiieeieeseene Parotid Region
A01.456.505.875...cccuviiiiiieiieeeee e Superficial Musculoaponeurotic System
A01.456.810......ccuiiiieiiiiiirieceiene Scalp
A01.456.830.....cccuemeiieieiieiirieieieeaeaiae Skull Base
A01.456.830.150......cccccveiieiieiieieceeee Cranial Fossa, Anterior
A01.456.830.165......cccviiiiiiiiiiicieeeesee Cranial Fossa, Middle
A01.456.830.200.......ccccveieireiieieeieneeeene Cranial Fossa, Posterior
A0T.598....iiiiiiiiee e Neck
A01.598.500........ccccmuireeiiireeiieeeriieeenns Superficial Musculoaponeurotic System
AO0T.B35...ciiiiiie e Organs at Risk

ADT.719 e Perineum
ADT.923..iiie Torso

A01.923.047 ..ot Abdomen
A01.923.047.025.....cccieieieieeeeeee e Abdominal Cavity
A01.923.047.025.600........c.cccveveiiieeieieieeeeene Peritoneum
A01.923.047.025.600.225........ccceiiiiiieieieiaesieeiene Douglas' Pouch
A01.923.047.025.600.451......coviriirieieieiniaeereeene Mesentery
A01.923.047.025.600.451.535......ccueiiiiiiiieeieieeeesee e Mesocolon
A01.923.047.025.600.573......ccciriirieieieiniieereene Omentum
A01.923.047.025.600.678......ccceieirieieieiaeiieieeeens Peritoneal Cavity
A01.923.047.025.600.700........c.cccemeeiiiieiiiieieeeeens Peritoneal Stomata
A01.923.047.025.750........ceiiiiiiiiiiie e Retroperitoneal Space
A01.923.047.050.....c.0ccmmiiirrinrinrceeeeeee e Abdominal Wall
A01.923.047.365.....ccciienieiieiiieieeeeee e Groin
A01.923.047.412.ccoiiiiiiiiieeeeeee e Inguinal Canal
A01.923.047.849.....cooiiiiiiieeeee e Umbilicus
A01.923.176...ceiiieiieieiiccee Back
A01.923.176.519..ccciiiiiiieee e Lumbosacral Region
A01.923.176.780.....ccciriiieiiiieieeiieeeesene Sacrococcygeal Region
A01.923.600......cc0eieeeieiieiirieieeeeeeae Pelvis
A01.923.600.500.......ccccveverrieeiiieieneeiene Lesser Pelvis
A01.923.600.600........ccceririiriiieieeeeaeenes Pelvic Floor

A01.923.767 ... Thorax
A01.923.761.800.....c..coeieiiiirieiieieeee e Thoracic Cavity
A01.923.761.800.500.......c.ccrmririeieeierierienieneena Mediastinum
A01.923.761.800.650.......ccccuerueeeiiieieieieneeieeas Pleural Cavity

A01.923.761.850........ccccviriiiiiiiiec Thoracic Wall
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AO0T.935.. e Transplant Donor Site

A0T.941 o Transplants
A01.941.500.....cccccmiiiiieiiieee e Allografts
A01.941.750....cciieieiie e Autografts
ADT.941.812.ceieiee e Bone-Patellar Tendon-Bone Grafts
A01.941.843...c.iiiieee e Composite Tissue Allografts
A0T.941.875. ..o Heterografts

A01.941.937 ..o Isografts

AOT.947 oot Trigger Points
A0T.960......cccciiiiiiiieiiceie e Viscera
A2 Musculoskeletal System
AD2.1685...cciiieiie e Cartilage

A02.165.257 ..o Elastic Cartilage
A02.165.257.250.....c.cciieieieiiieieeeeee e Ear Cartilage
A02.165.257.625......ccciiiiiiiiiieceeeee Laryngeal Cartilages
A02.165.257.625.083.......cuiiuiiiieieieeeeee e Arytenoid Cartilage
A02.165.257.625.211 .o Cricoid Cartilage
A02.165.257.625.411 .o Epiglottis
A02.165.257.625.870.....c..ccoeiiviriiieeeeineneee Thyroid Cartilage
A02.165.308.......eeeeeiiiiieieieeiee e Fibrocartilage
A02.165.308.410......cceiieiiieeceeeceee e Intervertebral Disc
A02.165.308.500........cccciririiriiieieieeeee s Menisci, Tibial
A02.165.308.575......ccceeeeeiieeeeeee e Palmar Plate
A02.165.308.650........cueuieiiiiriiiiieeeieee s Plantar Plate
A02.165.308.800......cccuuiereerieiaiieiieeieesiene Triangular Fibrocartilage
A02.165.407 ..o Hyaline Cartilage
A02.165.407.150.....ccccmieriiiiiiiieiieeiee e Cartilage, Articular
A02.165.407.325.....cuiiiiiieiie e Costal Cartilage
A02.165.407.500.......ccc0immiiiiiaiieiieeieesieene Laryngeal Cartilages
A02.165.407.500.083.......ceeuiiiiieiiieeeeeie e Arytenoid Cartilage
A02.165.407.500.211 ..o Cricoid Cartilage
A02.165.407.500.411 ..o Epiglottis
A02.165.407.500.870.......cccceiriarieiecieiniinieniena Thyroid Cartilage
A02.165.407.550........cceiiiiiiiiieeiiiee e Nasal Cartilages
A02.340.......ccciiiiiiiie Fascia
A02.340.424........ooiiiiii Fascia Lata
A02.340.800........cccemeireeiieee e Tenon Capsule

AD2.513 . Ligaments

A02.513.170 i Broad Ligament
A02.513.514 ..o Ligaments, Articular

A02.513.514.100......cccmiiiiiiiieiieieeee s Anterior Cruciate Ligament
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A02.513.514.162.....cceiiiiiiiiiiiieeeeeee Collateral Ligaments
A02.513.514.162.500..........cccceeiiiiiiiiiii, Lateral Ligament, Ankle
A02.513.514.162.600........ccccviiriiiieiiieiie e Medial Collateral Ligament, Knee
A02.513.514.287 ..ccoiiiiieeee e Ligamentum Flavum
A02.513.514.350.....ccccmiiiiiiiiiiieiieeeesee Longitudinal Ligaments
A02.513.514.475. ..o Patellar Ligament
A02.513.514.538.....cccciiieiiiieeieeeeeee e Plantar Plate
A02.513.514.600........ccemmiiieiiieeiiieeeiieeeee Posterior Cruciate Ligament
A02.513.514.800......ccccuiiiriiiiieiieiieeieesiene Round Ligament of Femur
A02.513.907 i Round Ligaments
A02.513.901.500.....ccccmieriiiiieiieiieeieeseene Round Ligament of Femur
A02.513.901.750.....c.ueeeiiiiieeiee e Round Ligament of Liver
A02.513.901.875.....coiiiiiiiiiiieieeeeeee Round Ligament of Uterus
AD2.633.....ooiiiiiiie Muscles
A02.633.567......cceeeiviiiiiiiiii Muscle, Skeletal
A02.633.567.050.......cccuimiiiiiiiiieiiieieesee Abdominal Muscles
A02.633.567.050.750.......ccccumrimririieiiiniinienienne Pelvic Floor
A02.633.567.050.800.......cccurmuereeereeeeienienienieeas Rectus Abdominis
A02.633.567.175......cciiieiieeeceee e Back Muscles
A02.633.567.175.500........ccccviiiiiiiiiiieiiciieee Intermediate Back Muscles
A02.633.567.175.750........cccomieeiiieeiieeeiieeeens Paraspinal Muscles
A02.633.567.175.875. .. Superficial Back Muscles
A02.633.567.300........ccccimiirinririreeneee e Deltoid Muscle
A02.633.567.400.......ccccmiiiiiiiiiiiiieiiesiee Facial Muscles
A02.633.567.500........cccomcuiiiriiiiiiiiieeiieeeie Laryngeal Muscles
A02.633.567.600........cccemuireaiiiaiiiieeaiieeees Masticatory Muscles
A02.633.567.600.500..........cccoeiiiiiiiiiiiiiriiee, Masseter Muscle
A02.633.567.600.700........cccemmeeeiiiiaaiiiieaieeees Pterygoid Muscles
A02.633.567.600.850.........cuuumveeeieiiiiiiiieeeeiiiiees Temporal Muscle
A02.633.567.650........cceiririeriiieeeeeeeee s Neck Muscles
A02.633.567.700.......ccccciiiiiiiiiiiiiiiieiie Oculomotor Muscles
A02.633.567.750.....cccccuiiiiiiiiiiiciiieieesiee Palatal Muscles
A02.633.567.775......cccviiiiiiiiiiiiiiieeee Pectoralis Muscles
A02.633.567.800........cccemuireiiiiaaiiiee e Pharyngeal Muscles
A02.633.567.800.360.........cuuemreeeeeiiiiiieaeeeeniiiines Esophageal Sphincter, Upper
A02.633.567.800.680........cccecueriiiiiaaiiiieaiieeees Velopharyngeal Sphincter
A02.633.567.825.......cccciiiiiiiiiiiiiiee Psoas Muscles
A02.633.567.850........cccmmiiiaiiiiaeiiiee e Quadriceps Muscle
A02.633.567.900........cccomcuiiiriiiiiiiieeiiieeeis Respiratory Muscles
A02.633.567.900.300.......cceeruerieereeeeienienienieneas Diaphragm

A02.633.567.900.500.........c0mmiieeeieiiiiiiiiee e Intercostal Muscles
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A02.633.567.912.....coiiiiiiiiicceee e Rotator Cuff
A02.633.567.950.....c..cceirieiirieieeeee e Stapedius
A02.633.567.975.....oviiiiiiiiiieceee e Tensor Tympani
A02.633.570.....cccceiiiiiiiiiiii Muscle, Smooth
A02.633.570.210....ccuuieeiiireeiie e Esophageal Sphincter, Lower
A02.633.570.491 ... Muscle, Smooth, Vascular
A02.633.570.500........cccommeeiriiieeiiiieeiiieees Myometrium
A02.633.580.......cceeeiiiieiiiee e Myocardium
A02.633.580.680........ccccmurririiieiiiiieiiiieeee Papillary Muscles
A02.835......ociiiiiiiiiie Skeleton
A02.835.232.....cceiiiiiiiii Bone and Bones
A02.835.232.022......cueiiiiiiieee e Bone-Implant Interface
A02.835.232.043.......ooiiiiiieieeeee e Bones of Lower Extremity
A02.835.232.043.300.......cceueeeaieeeieieeeienienieeas Foot Bones
A02.835.232.043.300.492........ccciiiiiiiiiiiii s Metatarsal Bones
A02.835.232.043.300.710..c.ccueieeieiieeieieiee e Tarsal Bones
A02.835.232.043.300.710.300......ccemeririeeeieirinienieienas Calcaneus
A02.835.232.043.300.710.780....c.cceeuerreieeieieieeeiesieeenas Talus
A02.835.232.043.300.800........cccemirueeeiriniiiriarereees Toe Phalanges
A02.835.232.043.650.......ccceiuiieiiieieieeee e Leg Bones
A02.835.232.043.650.247 .....ocovireiiiiiiieiiieereee Femur
A02.835.232.043.650.247.343......cceiueieeieeeeeee e Femur Head
A02.835.232.043.650.247.510....c.ccvieriiieeeieieineneeae Femur Neck
A02.835.232.043.650.321....cccuiiiiiiiiieieeee e Fibula
A02.835.232.043.650.624........cceiviriiiiieiiiieee Patella
A02.835.232.043.650.883......c.cceiueieieieiaiae e Tibia
A02.835.232.043.825.....c.cccviiiiiiiiiieeee e Pelvic Bones
A02.835.232.043.825.108......cccciiiiieieieieceie e Acetabulum
A02.835.232.043.825.434......cociiiiiiiieiieeee llium
A02.835.232.043.825.548......c.cciiiiiiiieiee e Ischium
A02.835.232.043.825.781....cocuiviiieiiiieieisceieereee Pubic Bone
A02.835.232.087 ... Bones of Upper Extremity
A02.835.232.087.090.......c0cimriririieieiniinieniene Arm Bones
A02.835.232.087.090.400........cccemirieieieiniaeaieaieeens Humerus
A02.835.232.087.090.400.400.......cccccemimuereeieiririenreeennas Humeral Head
A02.835.232.087.090.700........cccemereeieieinieaiesieneeene Radius
A02.835.232.087.090.850........cccemuirueieiieiiniiriarereees Ulna
A02.835.232.087.090.850.600.........ccceerriiriraiiiiiieieeen. Olecranon Process
A02.835.232.087.227 ....c.ocuvieiiiiieeeeeei e Clavicle
A02.835.232.087.319....cccuiieieieieieeeeeie e Hand Bones

A02.835.232.087.319.150.......cccciiieeeiiiieeiiee e Carpal Bones
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A02.835.232.087.319.150.150......cceririirieeeieieincsieeeaes Capitate Bone
A02.835.232.087.319.150.400.......cceeiererrieieieiieienieneeneas Hamate Bone
A02.835.232.087.319.150.500.......ccrceririeeeieiniinienieeenas Lunate Bone
A02.835.232.087.319.150.600.......cccerueieeieierieiieiesieieneas Pisiform Bone
A02.835.232.087.319.150.750......cccreriireeieieininicnreeas Scaphoid Bone
A02.835.232.087.319.150.800.......cuceeruererieeeniaiieienieieneas Trapezium Bone
A02.835.232.087.319.150.805.......ccomeriiieieiieinincneeena Trapezoid Bone
A02.835.232.087.319.150.831......ccuiiieiieieieieiei e Triquetrum Bone
A02.835.232.087.319.350.....ccccuiiiiiiiieiieeiie e Finger Phalanges
A02.835.232.087.319.550.......0cciiiiiaaiiiieaiiie e Metacarpal Bones
A02.835.232.087.783......ccviiiviriiiieieineneeee Scapula
A02.835.232.087.783.261.....ccueiueieiiieieieie s Acromion
A02.835.232.087.783.450........cccemiriiiiieiniaieareirenns Glenoid Cavity
A02.835.232.169.....cciieieiieiiiieieeeee e Diaphyses

A02.835.232.257 . cccciiieeeie e Epiphyses
A02.835.232.251.352....ccccuiiiiiiiieeee e Growth Plate
A02.835.232.409.....c.ccceiiiiiinreieeeee e Hyoid Bone
A02.835.232.730.....ccceiieiiiiiiiiieiiieeeeee Sesamoid Bones
A02.835.232.781....cciiieiiiiiireceee e Skull

A02.835.232.781.175. ..ot Cranial Fontanelles
A02.835.232.781.200.......cccoveeiiieieneeeeceeeene Cranial Sutures
A02.835.232.781.292......cciiiiiiieeeeee e Ethmoid Bone
A02.835.232.781.324.....c.ocviiiiiieeee e Facial Bones
A02.835.232.781.324.502......ccciiiiiieieiee e Jaw
A02.835.232.781.324.502.125......cooiiiieieeieeee e Alveolar Process
A02.835.232.781.324.502.125.800........cceiereeieiieieaieieieeeiee Tooth Socket
A02.835.232.781.324.502.320......ccc0mtruiriiieieieinienreieaas Dental Arch
A02.835.232.781.324.502.632......ccciiiiieieieieeeeeie e Mandible
A02.835.232.781.324.502.632.130.....ccccririieiieiiiiiircreeeeiee Chin
A02.835.232.781.324.502.632.600........ccccrereeieiieiiieeieieeeiene Mandibular Condyle
A02.835.232.781.324.502.645.......ccocceviiiiiiiiinciee Maxilla
A02.835.232.781.324.502.660.......ccccemuereeeeieiieiiieneiena Palate, Hard
A02.835.232.781.324.665........ccccoirieiieiiiiiireiee Nasal Bone
A02.835.232.781.324.690......c.ccceiiiieieiei e Orbit
A02.835.232.781.324.948......cooiiiiiiieieieeee Turbinates
A02.835.232.781.324.971 ..ot Vomer
A02.835.232.781.324.995........ccciiiiiiiieieieeeeen Zygoma
A02.835.232.781.375....ceieeieieieeeeeee e Frontal Bone
A02.835.232.781.572....ccociiiiiieceeieiee e Occipital Bone
A02.835.232.781.572.434.......ooiiiieiiieeee e Foramen Magnum

A02.835.232.781.657...cccuveieeiee e Parietal Bone
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A02.835.232.781.670....ccceiiiiiiiiiieieeee e Pterygopalatine Fossa
A02.835.232.781.750....c.cceeeieeieiieeieiee e Skull Base
A02.835.232.781.750.150......ccccciieeiiecieeee e Cranial Fossa, Anterior
A02.835.232.781.750.165......ceiiieeieeieiee e Cranial Fossa, Middle
A02.835.232.781.750.400........ccccimeeiiiieiiiiece e Cranial Fossa, Posterior
A02.835.232.781.802....c.cciiueieieieieieeeie e Sphenoid Bone
A02.835.232.781.802.662........cccemuirueieieiiniiriareeneens Sella Turcica
A02.835.232.781.885.......oeiiiiiiiiiieeeeeeee e Temporal Bone
A02.835.232.781.885.444........ocvviiiiiiiiiieeee Mastoid
A02.835.232.781.885.681.....ccueiueiiieieieieieeiesieieene Petrous Bone
A02.835.232.834.....c.cciiiiiiiceeee Spine

A02.835.232.834.157 ..o Cervical Vertebrae
A02.835.232.834.151.383.....ccciiiiieieieiieeee e Axis, Cervical Vertebra
A02.835.232.834.151.383.668.......cccerveieieieieieieieiena Odontoid Process
A02.835.232.834.151.500........cccemiriieieiiiiriareerens Cervical Atlas
A02.835.232.834.229.......ciiiiiieeee e Coccyx
A02.835.232.834.432........cccciiiiiiiiiie Intervertebral Disc
A02.835.232.834.519....ccuiiiiiiiiiiee e Lumbar Vertebrae
A02.835.232.834.717 ..o Sacrum
A02.835.232.834.803.....c.cceiueiiieieieeeeeie e Spinal Canal
A02.835.232.834.803.350........cccemuirieieiieiiniiaiesrenees Epidural Space
A02.835.232.834.892........ccociiiiiiiiie e Thoracic Vertebrae
A02.835.232.904........cceiiiiiirieeeee e Thorax
A02.835.232.904.567....c.ccviueieiieieieieeee e Ribs
A02.835.232.904.567.150........cccemuirieieieiniireareneeens Cervical Rib
A02.835.232.904.766.......cccuerueaieieieieeeienieeieeas Sternum
A02.835.232.904.766.442........cccoviiiiieiiiiiareeens Manubrium
A02.835.232.904.766.825........ccceieieeeieieiae e Xiphoid Bone
A02.835.583.....ccuiiiiiiniiiireee Joints
A02.835.583.032.....ccccuiiiiiiiiiiiieeeeee Acromioclavicular Joint
A02.835.583.097.....coeieiiriiiiiireiceeeee e Atlanto-Axial Joint
A02.835.583.107 ..cceiiiieeieie e Atlanto-Occipital Joint
A02.835.583.156.....ccccuviiiiiiiiiiieiieeiee e Bursa, Synovial
A02.835.583.192....cceiicieiieiiieeeeee e Cartilage, Articular
A02.835.583.290.....c.ccumiiiriiiriieeeeee e Elbow Joint
A02.835.583.378....cceeieiiiiiiieieeeeee e Foot Joints
A02.835.583.378.062.......ccccuvivirieiicieinierenee Ankle Joint
A02.835.583.378.531 .. Metatarsophalangeal Joint
A02.835.583.378.531.500........cccemiruireeiriniiriarereens Plantar Plate
A02.835.583.378.837 ... Tarsal Joints

A02.835.583.378.831.780.......cccoiuiiiiiiiiiiiiccce Subtalar Joint
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A02.835.583.378.900.......ccccumrirreieereiniinenea Toe Joint
A02.835.583.378.900.500........cccemeririeieiaiiaienienieene Plantar Plate
A02.835.583.405........cceiiiiriiriieeee e Hand Joints
A02.835.583.405.174 ..o Carpal Joints
A02.835.583.405.200.........cummiieeeiiiiiiiiiaee e Carpometacarpal Joints
A02.835.583.405.350.......cccuimueieiiieieienie e Finger Joint
A02.835.583.405.500.........cummiieeeieiiiiiiiiee e Metacarpophalangeal Joint
A02.835.583.405.500.900........cccemerurieieiiaieieaienieene Palmar Plate
A02.835.583.405.930......ccccmmviririieinenie e Wrist Joint
A02.835.583.405.930.800........ccciiumeeeiiiiaaiiieeeiiee s Triangular Fibrocartilage
A02.835.583.411..cceiiiiiiiieieceeee e Hip Joint
A02.835.583.411.500........cccmiieeiiiiiaaiiieeeiieeeee Round Ligament of Femur
A02.835.583.443.....cccceiiiiiieeee e Joint Capsule
A02.835.583.443.800........cccemmiiiiiiiaaiiieeaiieeees Synovial Membrane
A02.835.583.443.800.800........ccccmueruerieieiniiriarenees Synovial Fluid
A02.835.583.475.....cceieieieeieeeeee e Knee Joint
A02.835.583.475.590.......cccmmrimririicieiiniinieniene Menisci, Tibial
A02.835.583.475.650........ccccviiiiiiiiiiicicee Patellofemoral Joint
A02.835.583.512.....cciiiiiiiiiiiiiiieieeee e Ligaments, Articular
A02.835.583.512.100........ceeiiieeiiiiieeiieee e Anterior Cruciate Ligament
A02.835.583.512.162....ccueviiiiiiieieiieee e Collateral Ligaments
A02.835.583.512.162.500........ccccevveeiieeeeeeeeeeeeeeeeeeeae Lateral Ligament, Ankle
A02.835.583.512.162.600.......ccccemvieriieiiiaiiiiieeieenns Medial Collateral Ligament, Knee
A02.835.583.512.287...cuveiiiiieciiee e Ligamentum Flavum
A02.835.583.512.350.....c.cciiiiiiiiiiieiiieee e Longitudinal Ligaments
A02.835.583.512.475.......uoiiiiiiiieeeeeeee e Patellar Ligament
A02.835.583.512.538.......ccuiuiiviriiiieieienienenee Plantar Plate
A02.835.583.512.600........cccemueriiiiiaaiiiieaiieeeees Posterior Cruciate Ligament
A02.835.583.512.900.......c0ccumrimriiieereerienienrennes Palmar Plate
A02.835.583.512.950........cciiiiiiiiiiieeiiieeeiee e Round Ligament of Femur
A02.835.583.656........ccccmuiiiriiieiiiiieeieeeee Pubic Symphysis
A02.835.583.707.....coeiiiiiiiiiiiiceiieeeeiee Sacroiliac Joint
A02.835.583.748.....c.ccieiiiiiiriieeeeee e Shoulder Joint
A02.835.583.781.....coeiiiiiiiiiiiiiceieee Sternoclavicular Joint
A02.835.583.790.......ccceiiiiiiiiiiiiiiciee Sternocostal Joints
A02.835.583.867...ccuueieiiiiieeiiie e Temporomandibular Joint
A02.835.583.861.900........ccccciueeerrireeiiieeeiiieeeenns Temporomandibular Joint Disc
A02.835.583.979...cuuiiiiiiiiei e Zygapophyseal Joint
A02.880.......ccceiiiiiiiiiiiie Tendons

A02.880.176.....ccceieiiieiieiiiee e Achilles Tendon

A02.880.438........oeeiiiiiiiieeeiee e Patellar Ligament
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A02.880.700.......ccccveiirieereeieeeeee Rotator Cuff

AD3.. e Digestive System
A03.159..iiiicee Biliary Tract

A03.159.183 .. Bile Ducts
A03.159.183.079...ccceieeeeeeeee e Bile Ducts, Extrahepatic
A03.159.183.079.300.......cueeuereeeeieieieieeieeie e Common Bile Duct
A03.159.183.079.300.950........cccoiieeeiiieeeiieeeeieee e Ampulla of Vater
A03.159.183.079.300.950.600.......cccerrerereeeeririeeienieieneas Sphincter of Oddi
A03.159.183.079.450.......ccocciiiriiicieincrceee Cystic Duct
A03.159.183.079.600...........ccceeeiiiiiii, Hepatic Duct, Common
A03.159.183.158...cccueeieeceeeeee e Bile Ducts, Intrahepatic
A03.159.183.158.125......ocuieieieieieieeeeeie e Bile Canaliculi
A03.159.439.....cciiiiiiiiiiiieeee Gallbladder
A0B.556......ccciiiiiiiiiiice Gastrointestinal Tract
A03.556.124......ccoiiiiiiieieee Intestines
A03.556.124.369......ccccuiiiiiiiiiiiciieee Intestinal Mucosa
A03.556.124.369.290.....c..cciiiiiiiiiieeiieeee e Enterocytes
A03.556.124.369.320.......cccuereeaieieeeieieeienenieeas Goblet Cells
A03.556.124.369.700.......cccccumimririeeieirinenrena Paneth Cells
A03.556.124.526.........cccccooiiiiiiiiii Intestine, Large
A03.556.124.526.070.......ccccvmrimririicieinenienienes Anal Canal
A03.556.124.526.209.......cccciiiiiiiieieenie e Cecum
A03.556.124.526.209.290........cccemirmerieieiniiriareeeenes Appendix
A03.556.124.526.356.......ccccviueieiiieicineee e Colon
A03.556.124.526.356.333......ccceiiiieiieiieeee e Colon, Ascending
A03.556.124.526.356.500.........ccccevvevieeeeeieeeeeeeeeieieen, Colon, Descending
A03.556.124.526.356.668..........cccerveveieiiiiriarerens Colon, Sigmoid
A03.556.124.526.356.834........cooveeveeeieeeeee, Colon, Transverse
A03.556.124.526.767.......ccooviviiiicieinireee Rectum
A03.556.124.684.........cccooveieiiiii Intestine, Small
A03.556.124.684.124 ..o Duodenum
A03.556.124.684.124.236......ccceieeiieieiaiaeaieeeeens Ampulla of Vater
A03.556.124.684.124.236.572......cccoviriiiieieieineieeeaa Sphincter of Oddi
A03.556.124.684.124.322.....cceiiiiiieieieeeeeeene Brunner Glands
A03.556.124.684.249.......ccocviiiiiiciiieieee lleum
A03.556.124.684.249.400........cccomiiiiiieiaiaiaeene lleocecal Valve
A03.556.124.684.249.612......ccciriiiiiiieiniiiareees Meckel Diverticulum
A03.556.124.684.500.......ccccemuerieeieeeeieienienieeas Jejunum
A03.556.249.......cccciiiiii Lower Gastrointestinal Tract
A03.556.249.124 ..o lleum

A03.556.249.124.400........cccccieeeiiieeeiiieeeiieeeens lleocecal Valve
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A03.556.249.124.612......ccoviiiiiieeeeeceeen Meckel Diverticulum
A03.556.249.249.............ooii Intestine, Large
A03.556.249.249.070.......ccociiriiririeeieene e Anal Canal
A03.556.249.249.209.......cccciiiiiiiieiee e Cecum
A03.556.249.249.209.290........ccceruirieriiieiniereererees Appendix
A03.556.249.249.356.......cccciiuiieiiieeeeee e Colon
A03.556.249.249.356.333.......occiiiiiieiiiieeee e Colon, Ascending
A03.556.249.249.356.500.........cccceviieiieiieiieeeeeeeeeeeae Colon, Descending
A03.556.249.249.356.668..........cccverveieiiiniiiareees Colon, Sigmoid
A03.556.249.249.356.834.......cooooeeiieiee Colon, Transverse
A03.556.249.249.767 .......coveiviieiieeie e Rectum
A03.556.249.750........cceieiiineiieeeeee e Jejunum
A03.556.500......ccccuemeiiriiriiriiieieiaeanns Mouth
A03.556.500.379.....cceiimiiiiiieeieeeee e Dentition
A03.556.500.760......ccc0emmeireiiiieiiienieenieene Salivary Glands
A03.556.500.760.464.......c.cceiueieiiieieiieeee e Parotid Gland
A03.556.500.760.640.........c.ccoeimrinrieeiriininienrenes Salivary Ducts
A03.556.500.760.650.......cccceruerieeiieieiinienenieeas Salivary Glands, Minor
A03.556.500.760.687.......ccocvrviaririieiiinienenene Sublingual Gland
A03.556.500.760.812....c.ccviuerieiriiieieeeienesieeas Submandibular Gland
A03.556.500.760.906...........cooovriiiiiiiiiie i, von Ebner Glands
A03.556.500.885........ccucieuiriiaieieieeeie e Tongue
A03.556.500.885.431....ccueiiiiiiiiiieeiieee e Lingual Frenum
A03.556.500.885.779....c.cccviuiiiieiieieieee e Taste Buds
A03.556.750......cccmeiiiniiiinieieeiieanne Pharynx
A03.556.875...cceeiieiiieiiee e Upper Gastrointestinal Tract
A03.556.875.249.......cccoiiiiiiiii Duodenum
A03.556.875.249.160.......ccccerurerieeieeeieeieeieea Ampulla of Vater
A03.556.875.249.160.572......ccciriiriiiieiiiiearecne Sphincter of Oddi
A03.556.875.249.322........cciiiiiiiieie e Brunner Glands
A03.556.875.500........cccomumiiriiiiiiiiieeiiieeeis Esophagus
A03.556.875.500.360........cccemueeiiiiiaaiiiieaieeeis Esophageal Sphincter, Upper
A03.556.875.500.414.....c.ooviiiiiiiiieieee e Esophagogastric Junction
A03.556.875.500.414.350.......cccciiiieaiiiieaiiieeeiiee s Esophageal Sphincter, Lower
A03.556.875.875.....cccoveiriiinriiceeeee e Stomach
A03.556.875.875.163....c.ccueeueiiieeeieeeeeie e Cardia
A03.556.875.875.330.......0ccciiieiiiiiieeiiiieeieeee Esophagogastric Junction
A03.556.875.875.330.350.......ccciiiiieaiiiieaiiie e Esophageal Sphincter, Lower
A03.556.875.875.419.....ccciiiiiiieeiieeceeen Gastric Fundus
A03.556.875.875.440.....c..cccciiiiiiiiiiiiicee Gastric Mucosa

A03.556.875.875.440.150........ccccccriiiiiniiiiiiiice Chief Cells, Gastric



2016 MeSH Tree Hierarchy

Tree location

A03.556.875.875.440.250........ccccvvveiiiieiiiieieeeene Enterochromaffin Cells
A03.556.875.875.440.300........cccmiimieaiiiieaiiieeaiiee s Gastrin-Secreting Cells
A03.556.875.875.440.708.........ccviieiiieiiieecie e Parietal Cells, Gastric
A03.556.875.875.440.854........ccciiiiiiiiiieiie e Somatostatin-Secreting Cells
A03.556.875.875.578.....c.ccccveiiieeeeiiee e Gastric Stump
A03.556.875.875.716....cccviueieiieieieiceeie e Pyloric Antrum
A03.556.875.875.799.....c.ccviiiiiriiiieieineneeee Pylorus
A03.620.....ceiieieiieiiie e Liver
A03.620.150.....c.cueeeiiieeeeiiee e eiiee s Bile Ducts, Intrahepatic
A03.620.150.125.....ceiieieieieeeeeeeee e Bile Canaliculi
A03.620.575....c..eviiiiiiieiieee e Round Ligament of Liver

ADB.734 .. Pancreas

A03.734.414 ..o Islets of Langerhans
A03.734.414.0685........coiiiiiiiieceiee e Glucagon-Secreting Cells
A03.734.414.130 oo Insulin-Secreting Cells
A03.734.414.587 ..o Pancreatic Polypeptide-Secreting Cells
A03.734.414.793...c.ooieiee e Somatostatin-Secreting Cells
A03.734.540.......ccccoeiiiiiil Pancreas, Exocrine
A03.734.667......cceoeiiiiiiiiie e Pancreatic Ducts

A4 ... Respiratory System
A04.329....ciiiiiiee Larynx

A04.329.364......cciieeieee e Glottis

A04.329.364.737 ..o Vocal Cords

A04.329.597 ..o Laryngeal Cartilages
A04.329.591.085......ccciiiiiiiiiiiieeeee Arytenoid Cartilage
A04.329.591. 211 .o Cricoid Cartilage
A04.329.591.41 1 ..oiiiiiieee e Epiglottis
A04.329.591.870.....ceeieeieiieeeeeeeeee e Thyroid Cartilage

A04.329.597 ... Laryngeal Mucosa
A04.329.597.320.....cceieieiieiiieeieeeee e Goblet Cells
A04.329.604........oeeeiiieieieeee e Laryngeal Muscles

AOL AT i Lung

AD4.411125. e Bronchi
A04.411.125.500......cccciiiiiiiiiiiiiieeeiee Bronchioles

AO04.A11.715. i Pulmonary Alveoli
A04.411.715.025......ccciiiiiiiiiccee Blood-Air Barrier
A04.411.715.512 i Pneumocytes

AO4.531 ..o Nose

A04.531.378....cociieeiieeeee e Nasal Bone

A04.531.413 .. Nasal Cartilages

A04.531.449.....ccciiiiiiii Nasal Cavity
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A04.531.520.....ccciiiiiiieicieeeeee e Nasal Mucosa
A04.531.520.320.....ccciemieiiiiieeieeeeee e Goblet Cells
A04.531.520.573.....cciiiiiiiiiieeee e Olfactory Mucosa
A04.531.520.573.580........cceiiiieiiiiiaiiiiee e Olfactory Receptor Neurons
A04.531.597 e Nasal Septum
A04.531.591.469.....ccciiiiiiiiiiieeeeee e Vomer

A04.531.6271 ..o Paranasal Sinuses
A04.531.621.267 ..o Ethmoid Sinus
A04.531.621.387 ..o Frontal Sinus
A04.531.621.578..c.cceiieieiiieeeeeee e Maxillary Sinus
A04.531.621.827 ..o Sphenoid Sinus
A04.531.898.....cceiiiiiiii e Turbinates
AD4.623......iiiiiieee e Pharynx
A04.623.490........ceiiiiiiaiee e Hypopharynx
A04.623.490.600.......cc0emimiiiriiiieiieeieesene Pyriform Sinus
A04.623.557 ..o Nasopharynx
A04.623.557.500........ccciimiiinririeieeeee e Adenoids
A04.623.603.......ceeeeiiiieeiiee e Oropharynx
A04.623.603.925........cceiiiiirieeee e Palatine Tonsil
AD4.623.617 ..o Pharyngeal Muscles
A04.623.617.360........cccciiireeiieeeiiieeeiiieeenns Esophageal Sphincter, Upper
A04.623.617.680........cceiiiiiaiiiaeiiiee e Velopharyngeal Sphincter
ADA. 716 Pleura

AO04.760......ceeeeiiieeiie e Respiratory Mucosa
A04.760.259......cciiiiiiiiiiieiee Goblet Cells
A04.760.520........ceeeiiiiiaiiiieeiee e Laryngeal Mucosa
A04.760.600.......ccccceeiiiiiiiiicee Nasal Mucosa
A04.760.600.640........cccemireiiieaiiiee i Olfactory Mucosa
A04.760.600.640.640.........cccuviiviiiiiiiieie e Olfactory Receptor Neurons
AD4.889......ooiiiiiiiiiiei Trachea
ADS.....oiiiii Urogenital System
A05.360......ccccuieiiiiiieiceee e Genitalia
A05.360.319....cccciiiiiiieieee e Genitalia, Female
A05.360.319. 114 ..o Adnexa Uteri
A05.360.319.114.170. ..o Broad Ligament
A05.360.319.114.373 ... Fallopian Tubes
A05.360.319.114.630......ccceeriririeicieincrenees Ovary
A05.360.319.114.630.278.....ccueiuiiiiiiieieiee e Corpus Luteum
A05.360.319.114.630.278.400.......ccoccerirereeieirineneenne Luteal Cells
A05.360.319.114.630.535......ccciiiiiiiieieieeeeseene Ovarian Follicle

A05.360.319.114.630.535.150.......cccccviiiiiriiiiiiinicce Follicular Fluid
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A05.360.319.114.630.535.200........cccirveeririeieniieeeneeene Granulosa Cells
A05.360.319.114.630.535.200.500........cccieiemieiraiiieiieeeeeeeae Cumulus Cells
A05.360.319.114.630.535.400.......ccccemimrereeieirinienreeenas Theca Cells
A05.360.319.114.815. ... Round Ligament of Uterus
A05.360.319.679.....cveiiiiiiiiriceeeeee e Uterus
A05.360.319.679.256.......cccueeeieiiieieieie e Cervix Uteri
A05.360.319.679.490.......cccovieiiiieieeceeeen Endometrium
A05.360.319.679.490.373.....ccuiiiiiiiiieieiee e Decidua
A05.360.319.679.490.373.500.......ccmctrrireereeieininienieeeanas Deciduoma
A05.360.319.679.690.......ccciriiieiieeieeeii e Myometrium
A05.360.319.779...ccmiiiiiiiiireceeee e Vagina
A05.360.319.779.479....c.ociiiieeeeeeee e Hymen
A05.360.319.887.....coeiiiiiiiriireiceeeeee e Vulva
A05.360.319.887.220.......cceuerueieieieieieeie e Bartholin's Glands
A05.360.319.887.436.......cccviririiiieieineneiee Clitoris

A05.360.444 ... Genitalia, Male
A05.360.444.123.....ccceiiieiieeeeee e Bulbourethral Glands
A05.360.444.251 ..o Ejaculatory Ducts
A05.360.444.371 ..ot Epididymis
A05.360.444.492.......ccoiiiiiieeeee e Penis
A05.360.444.492.362.......cocviriiiiieeieieee Foreskin
A05.360.444.492.726.......ccoceieeiieieeee e Urethra
A05.360.444.575.....c..coviiiiiiiiceeee Prostate
A05.360.444.661.....c.coiveniiiieeeeeee e Scrotum
A05.360.444.713.....ociiieeieeeee e Seminal Vesicles
A05.360.444. 777 ..cooieieeeie e Spermatic Cord
A05.360.444.849........cciiiiiiiiieee Testis
A05.360.444.849.513....c.ccuiiiiieieieeeee e Leydig Cells
A05.360.444.849.600........ccccocimriirieeiiiniinenene Rete Testis
A05.360.444.849.700........ccccoiiiiiiiiiiiieiee e Seminiferous Tubules
A05.360.444.849.700.349......cciiriiiiiieiieieaeee Blood-Testis Barrier
A05.360.444.849.700.700........cccemireeeieiaiaeaienieeens Seminiferous Epithelium
A05.360.444.849.789.......coiiiiiiiiieee e Sertoli Cells
A05.360.444.930......ccccuiiiiiiiiiieiieeee e Vas Deferens
A05.360.490.......cccceiiiiieiieeeeeee Germ Cells
A05.360.490.690........cceiiiiiiriiieeeeee e Ovum
A05.360.490.690.680.......c.ccemvimrieireeeiniirienrene Oocytes
A05.360.490.690.680.500........cccemerurrieieinieiiaienieens Polar Bodies
A05.360.490.690.700.......cccccomimririeereinienennenne Oogonia
A05.360.490.690.950.......ccceruireeiieeieienieeeeieean Zona Pellucida

A05.360.490.690.970.......cccoeviiiiiiieieeieiee Zygote
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A05.360.490.890........cccceuireiiiee e Spermatozoa
A05.360.490.890.820.......cceuerueeeiiieieieeienienieeas Sperm Head
A05.360.490.890.820.100........cccemeruerieieiiriirearereees Acrosome
A05.360.490.890.830........cceiiiieaiiiiaeiiiee e Sperm Midpiece
A05.360.490.890.840.......c.ccemrirririecieienienenrene Sperm Tail
A05.360.490.890.860.......c.ccueruereeerieieieeienienieneas Spermatids
A05.360.490.890.880.........cccommreeririeeiiiieniieeene Spermatocytes
A05.360.490.890.900........cccmmmireiiiiaaiiieeeiieeeee Spermatogonia
A05.360.576......ccceeveiiieeieeeeeen Gonads

A05.360.576.497 ....ceeieeieiieeeeee e Ovary
A05.360.576.782.....c.ccoveuiiiriiirereeeeeie e Testis

AO05.810...ciiiiieiiiie e Urinary Tract
A05.810.453.....cciiiiiiiiiiccee Kidney

A05.810.453.324 ... Kidney Cortex
A05.810.453.324.359.....c..oiiiiiiiiiieiee e Kidney Glomerulus
A05.810.453.324.359.372.....cccciiiiiiiiiiieeiceees Glomerular Filtration Barrier
A05.810.453.324.359.372.400........cccccimiveiiiieiiiieeeeeene Glomerular Basement Membrane
A05.810.453.324.359.372.650.......cccereieeieieieieieieiena Podocytes
A05.810.453.324.359.520.......ccccciiieeiiieeeiieeeeiiee s Juxtaglomerular Apparatus
A05.810.453.324.359.620......c0cceiueiirieeieiaieaieaieeieene Mesangial Cells
A05.810.453.324.359.620.500........cccuiiriiiiieiieiieenieee Glomerular Mesangium
A05.810.453.466........cccveiiiiieeeeece e Kidney Medulla
A05.810.453.537.....cveiiiiiiiiecceee e Kidney Pelvis
A05.810.453.537.503.....c.ccveueiiieieieeeeeie e Kidney Calices
A05.810.453.736...ccccuvveeeieeeciieee e siee e Nephrons
A05.810.453.736.520......ccccueiuiieieieieieeienie e Kidney Glomerulus
A05.810.453.736.520.224........ccoviieeieciee e Glomerular Basement Membrane
A05.810.453.736.520.372.....cccuiiiiiiiieiiiee e Glomerular Filtration Barrier
A05.810.453.736.520.520........cccciiieeiiieeeiiee e Juxtaglomerular Apparatus
A05.810.453.736.520.620......c.cceieereeieieiniaieaieeieene Mesangial Cells
A05.810.453.736.520.620.500........cccviirieiiiieiieiieesieee Glomerular Mesangium
A05.810.453.736.520.720.....ccucceieeieeieieieieaeeeieeieene Podocytes
A05.810.453.736.560.......c.cccemririeieeieiinieneniena Kidney Tubules
A05.810.453.736.560.254........cceiuiiiieieieiaesieeeene Bowman Capsule
A05.810.453.736.560.510......cccuviiiiiiieiieeiie e Kidney Tubules, Collecting
A05.810.453.736.560.540......c.cccemiriiieieiiiaieaieiene Kidney Tubules, Distal
A05.810.453.736.560.570......cccveiiiiiiieiiiiiie e Kidney Tubules, Proximal
A05.810.453.736.560.610.....ccccerieierieieineiesieiene Loop of Henle
A05.810.776......cceiieeiieeiieeeeeeeee Ureter
A05.810.876...c.cceeeeeieeiieiirieeieeeieine Urethra

A05.810.890.....ccuiiiiiiiieiieeee e Urinary Bladder
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ADB.....coiieiiiiiieieee e Endocrine System
A0B.224.......eeiiieee e Chromaffin System

A0B.224.167 ..o Chromaffin Cells
A06.224.161.500.......cccoiiiiiiiiiciiieieiee Chromaffin Granules
A0B.224.358......ccooeviiieiieeeen Enterochromaffin Cells
A0B.224.365.......cooeciiiii e Enterochromaffin-like Cells
A06.224.636.........occviiiiic Para-Aortic Bodies

A0B.224. 736 Paraganglia, Chromaffin
A0B.390.......ccceiiiiiiiiiie Enteroendocrine Cells
A06.390.027....coiiiiiiie e Enterochromaffin Cells
A06.390.043......ccoiiiiieeee e Enterochromaffin-like Cells
A06.390.0685........oeieiiiiieiiee e Gastrin-Secreting Cells
A06.390.087 ... Glucagon-Secreting Cells
A0B.390. 13T e Insulin-Secreting Cells
A06.390.650........cceiiiiiieiiiie e Pancreatic Polypeptide-Secreting Cells
A06.390.825.......eeiiiiiiii e Somatostatin-Secreting Cells
ADB.A07 ..ot Endocrine Glands

A0B.407.071 ..o Adrenal Glands
A06.407.071.140......cciiieiieeeceee e Adrenal Cortex
A06.407.071.140.950.....c.ccccoiiiiiiiiiiiic e Zona Fasciculata
A06.407.071.140.960........ccccveeiiieeeeeceeeen Zona Glomerulosa
A06.407.071.140.970....ccciiiiiiiiiiieee e Zona Reticularis
A06.407.071.265.....c.ccoveiiiiriirerceeee e Adrenal Medulla
A0B.407.312..ccueieeeiee e Gonads

A06.407.312.497 ..o Ovary
A06.407.312.497.278....c.oceeeeeeeeeeee e Corpus Luteum
A06.407.312.497.278.400........cccomiriiiieiniiiarerens Luteal Cells
A06.407.312.497.535.....c.ociiieeieeeeee e Ovarian Follicle
A06.407.312.497.535.150.....ccccireirieieieinierearerees Follicular Fluid
A06.407.312.497.535.300......c.cccemuereeieieiaieaieaeeieene Granulosa Cells
A06.407.312.497.535.300.500.......ccmervirueeeieiiriinienieeenas Cumulus Cells
A06.407.312.497.535.600........cccemeriereeieiiiaiesieeieens Theca Cells
A06.407.312.782.....cveieieiiiireceeee e Testis
A06.407.312.782.513 ... Leydig Cells
A0B.407.414 ..o Islets of Langerhans
A06.407.414.043....c..neeiiieeeeee e Glucagon-Secreting Cells
A0B.407.414.087 ....ooeiiiiiiiieeeeeee e Insulin-Secreting Cells
A0B.407.414.587 ..o Pancreatic Polypeptide-Secreting Cells
A0B.407.414.793....oeieiiieeeeeeee e Somatostatin-Secreting Cells
A0B.407.560........ceeaiiiiaiiieiiea e Parathyroid Glands

A06.407.635.......coocvieiriiieie Pineal Gland
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A0B.407.697 ..o Pituitary-Adrenal System
A0B.407. 74T .o Pituitary Gland
A06.407.747.500........cccomiiiiiiiieiiieeeiiieeene Pituitary Gland, Anterior
A06.407.747.500.500.......ccceeruereeieeeieieienenieeas Corticotrophs
A06.407.747.500.750.....ccccueeiieeeeeiiiieeae e Gonadotrophs
A06.407.747.500.812.....uueiiiiiieiiee e Lactotrophs
A06.407.747.500.937 ... Somatotrophs
A06.407.747.500.968.......ccoeiveieeiieieieeeeeeeas Thyrotrophs
A06.407.747.750........cceiiiiiiiieiiiee e Pituitary Gland, Intermediate
A06.407.747.750.500........cccemiiiiiiiieeiiiee e Melanotrophs
A0B.407.747.875...ccceiiiiiieiec e Pituitary Gland, Posterior
A06.407.900......cceieeeeieiieirieeeeeieae Thyroid Gland
ADB.B8BB........oeeeeirieeiee e Neurosecretory Systems
A0B.B88.178...ceeieiieeee e Circumventricular Organs
A06.688.178.500.......ccccveeerieeieieeieseeeee Area Postrema
A0B.688.178.750......ccceiiiiiiiiiiieciieieesiee Median Eminence
A0B.688.178.875.....cceiuieiiiiiiiiiieceeeesee Pituitary Gland, Posterior
A0B.688.178.937 ... Subcommissural Organ
A0B.688.178.968.......cceviiviiriiieiieiieeieeaiee Subfornical Organ
A0B.B88.267.......eeeeeiieeieae e Glomus Tympanicum
A0B.688.357 ... Hypothalamo-Hypophyseal System
A06.688.357.500.......cceeiiuiiiiiiiiiiiieee e Median Eminence
A06.688.357.750.....c.ccueiiiirinrereieeee e Pituitary Gland
A06.688.357.750.500.......cceuerurreieeeieieeienienieeas Pituitary Gland, Anterior
A06.688.357.750.500.500........ccccmirmeieiriiniiriarerenens Corticotrophs
A06.688.357.750.500.750......c0cceierieieieiaiiaiesieeieens Gonadotrophs
A06.688.357.750.500.812.....cccevuireirieieieiiiireereecns Lactotrophs
A06.688.357.750.500.937......eveiiiiiieeiiiee e Somatotrophs
A06.688.357.750.500.968........cccervirieiiiiiniiriarerens Thyrotrophs
A06.688.357.750.750........cceiiieiiiiiieeiiieeeieeee Pituitary Gland, Intermediate
A06.688.357.750.750.500........ccccmuiruerieininiiriarerens Melanotrophs
A06.688.357.750.875.......ueiiiiiieiiieeeie e Pituitary Gland, Posterior
A0B.B88.733.....ceiiiieiieiieiereee e Pineal Gland

AOT e Cardiovascular System
A07.025......ccciiiiiiiiee Blood-Air Barrier

AO07.030...cc e Blood-Aqueous Barrier
A07.035......cciiiiiiiie Blood-Brain Barrier

AO7.037 .o Blood-Nerve Barrier
A07.040.......ccciiiiiiiiii Blood-Retinal Barrier
AO7.045......ooiiiiie Blood-Testis Barrier

AO07.231 e Blood Vessels
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A07.231. 114 e Arteries
A07.231.114.056.....coeieieieieieeeee e Aorta
A07.231.114.056.205.......ccocoiiriririeeieinicneniee Aorta, Abdominal
A07.231.114.056.372....c.ccuieieiieieeeeeee e Aorta, Thoracic
A07.231.114.056.847 ......ccoviieiiieieeeeceeen Sinus of Valsalva
A07.231.114.060.....cceiieieiiiieeeeee e Arterioles
A07.231.114.085.....cocieieiiiercceeee e Axillary Artery
A07.231.114.106.....ceeieieeeeeeeee e Basilar Artery
A07.231.114.139. i Brachial Artery

A07.231. 114145 oo Brachiocephalic Trunk
A07.231.114.158.....ociieieeeeee Bronchial Arteries
A07.231.114.186.....eoeiiiiiiiiceeeee Carotid Arteries
A07.231.114.186.200........ccoiiiiiieieiieeee e Carotid Artery, Common
A07.231.114.186.200.210.....ccueiueierieeieieieie e Carotid Artery, External
A07.231.114.186.200.230......cccvveireeiieiieeiie e Carotid Artery, Internal
A07.231.114.186.456.......cceeeeeieeciec e Carotid Sinus
A07.231.114.207 .o Celiac Artery
A07.231.114.228.....cociiiiiceee Cerebral Arteries
A07.231.114.228.100.....c..ceieiiiiieieeseeee e Anterior Cerebral Artery
A07.231.114.228.357 .o Circle of Willis
A07.231.114.228.550.....c..ceiiiiiiieieiieeee e Middle Cerebral Artery
A07.231.114.228.700........ceeeieieeiieeeiiiee e Posterior Cerebral Artery
A07.231.114.228.868........cccevieeeiiieeeiiieeeiieeeens Temporal Arteries
A07.231.114.248..c.ccieeeeee e Ciliary Arteries
A07.231.114.269......cciiiiiiiieeeeeee Coronary Vessels
A07.231.114.330. ... Epigastric Arteries
A07.231.114.357 e Femoral Artery

A07.231. 114379 Gastroepiploic Artery
A07.231.114.407 .o Hepatic Artery
A07.231.114.444 ..o lliac Artery

A07.231.114.523 ..o Maxillary Artery
A07.231.114.545. .o Meningeal Arteries
A07.231.114.565......ccoiieeeeeeeeeeceeee Mesenteric Arteries
A07.231.114.565.510........ccccoeiiiiii L Mesenteric Artery, Inferior
A07.231.114.565.755.....ceiiiiiieieeceee e Mesenteric Artery, Superior
A07.231.114.622..c.cceiieeeeeee e Ophthalmic Artery
A07.231.114.681 ..o Popliteal Artery

A07.231. 114715 e Pulmonary Artery
A07.231.114.740 ..o Radial Artery
A07.231.114.745. oo Renal Artery

A07.231.114.765......oeieeiiiiieeeeee Retinal Artery
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A07.231.114.814 .o Splenic Artery
A07.231.114.839..cciiiceeeeee e Subclavian Artery
A07.231.114.891 .o Thoracic Arteries
A07.231.114.891.525. ..o Mammary Arteries
A07.231.114.895.....coiiiiiiiiicceee e Tibial Arteries
A07.231.114.920.....coiiieiiieeeeee e Ulnar Artery
A07.231.114.929.....ccoiiiiieeeeee Umbilical Arteries
A07.231. 114940, Uterine Artery
A07.231.114.955....oooiiiiiieee Vertebral Artery
A07.231.467 ..o Microvessels
A07.231.461.080.....c.cciririirinreiceeececeee Arterioles
A07.231.461.085......ccciiiiiiiiiiciee Arteriovenous Anastomosis
A07.231.461.165...cccuiieeeieeeee e Capillaries
A07.231.461.920.....ccciiiiiiiiiieeeeeee e Venules

A07.231.611 e Retinal Vessels
A07.231.611.647 .o Retinal Artery
A07.231.611.773 e Retinal Vein
A07.231.700.....cccieiiiiiiiiiee e Tunica Intima
A07.231.700.500.......ccccveiieiiieeeeeeee Endothelium, Vascular
A07.231.700.750.....cceeieieieeeieeeeeee e Pericytes
A07.231.733.eeee e Tunica Media
A07.231.733.500........ccccciiiiiiiiiiiil Muscle, Smooth, Vascular
A07.231.765......cciiiiiiieeiiieeeeee Vasa Nervorum
A07.231.836.....cceieiiiiiieee e Vasa Vasorum
A07.231.908......cciiiiiiiiiirieceeene Veins

A07.231.908.077 ..o Axillary Vein
A07.231.908.106......cccuriereeiiieiieiieeiee e Azygos Vein
A07.231.908.130...cccuueeeeiiiieeiiee e Brachiocephalic Veins
A07.231.908.155......cciiieiieeceeeee e Cerebral Veins
A07.231.908.194 ... Coronary Vessels
A07.231.908.194.500........ccciiiiiieieeiieeiee e Coronary Sinus
A07.231.908.224.......ccoiiiiiiiiceee Cranial Sinuses
A07.231.908.224.334......coiiieiieeeeeeee Cavernous Sinus
A07.231.908.224.667 ........eeeeeeeaeiiieeiieee e Superior Sagittal Sinus
A07.231.908.224.833......c.cocoeeeiieeeeeeeeee Transverse Sinuses
A07.231.908.314.....ooiiiiiiiiieieeiee e Femoral Vein
A07.231.908.380......c.ccceeeiireeiiieeiiieeesieeeens Hepatic Veins
A07.231.908.427 ... lliac Vein
A07.231.908.498........ccviiieiiiiiieeeeeee e Jugular Veins
A07.231.908.641 ..o Popliteal Vein

A07.231.908.670......cccviiriiiiiiiieiieeiee e Portal System
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A07.231.908.670.385........coccveeiieeeeeeceeeen Mesenteric Veins
A07.231.908.670.567....c.ccveueeeieieieieieeie e Portal Vein
A07.231.908.670.730.....c.ccvruriririeieeeeeneerieniene Splenic Vein
A07.231.908.670.874....c.ocuiieiiieieeieeee e Umbilical Veins
A07.231.908.713..ceieeeee e Pulmonary Veins
A07.231.908.752.....cuiieieieieeieeeee e Renal Veins
A07.231.908.783.....coeieiiiiiiererceeee e Retinal Vein
A07.231.908.819...cuuiiiiiiiieiiee e Saphenous Vein
A07.231.908.877 ..o Subclavian Vein
A07.231.908.949......ccciiiiiiiiiceee Venae Cavae
A07.231.908.949.648..........ccoevviiieeeeeceeene Vena Cava, Inferior
A07.231.908.949.815........cccooiiiiiii Vena Cava, Superior
A07.231.908.950.......cccccveiiiieieeeeeeene Venous Valves
A07.231.908.952.....c.cciiiiieiiieeeeee e Venules
AO07.500........ccciiiiiiiiiiii Glomerular Filtration Barrier
AO7.541 o Heart

A07.541.207 ..o Endocardium
AQ7.541.278...coiiiieieieeeeee Fetal Heart
A07.541.278.395......cciiieiieeceeee Ductus Arteriosus
A07.541.278.930.....cccccuiiiiiiiiiiceiieeeee Truncus Arteriosus
A07.541.358...c.cciiiiiiiiiiiiceeene Heart Atria
A07.541.358.100.......cceeiiiiieeiiiae e Atrial Appendage
A07.541.409.....cccoiiiiiiiiiiiee e Heart Conduction System
A07.541.409.147 ..o Atrioventricular Node
A07.541.409.273..c.ccviiiiiiiiieceeee e Bundle of His
A07.541.409.683.....ccciiiiiiiiieeeee e Purkinje Fibers
A07.541.409.819.....ccciiiiiiieceee e Sinoatrial Node
AO07.541.459...cciiiiii e Heart Septum
A07.541.459.249........ccooiireeeee e Atrial Septum
A07.541.459.374 ..o Endocardial Cushions
A07.541.459.500.......cccccviiiiiiiiieieieeen Foramen Ovale
A07.541.459.750........cciiiiiieiieeiieeeeiee e Ventricular Septum
A07.541.510..cccccciiiiiiieieeee e Heart Valves
A07.541.510. 110 0o Aortic Valve
A07.541.510.240.....cccciiiiiiieeeeeeee e Chordae Tendineae
A07.541.510.507 .....cveiiiiiiiieeeeee e Mitral Valve
A07.541.510.619..ccoiiiiiiiiiiieice e Papillary Muscles
A07.541.510.738..cccieiieeiieeie e Pulmonary Valve
A07.541.510.893......cceiiiiieeeee e Tricuspid Valve
A07.541.560......cccciiiiiiiiiiiiciee Heart Ventricles

A07.541.704.....cccoiiiiiiiee e Myocardium
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A07.541.704.500......ccccemiiiiiiiiieiieeieaiene Myoblasts, Cardiac
A07.541.704.570...cccuiiiiiieiie e Myocytes, Cardiac
A07.541.704.750......cccciaiiiiiieiieeiee e Papillary Muscles

A07.541.795. ... Pericardium
A07.541.795.500........ccciimiiinrinrieeesene s Pericardial Fluid

ADB...ieiee e Nervous System

ADB.ABB......eeeeieiiieiieee e Central Nervous System

A08.186.211 ... Brain

A08.186.211.035......cceiiieiieeeceee e Blood-Brain Barrier
A08.186.211.132.ceeeeeeeeeee e Brain Stem
A08.186.211.132.659........ceeiiiieeciiieeciieeeee e Mesencephalon
A08.186.211.132.659.413.....cuiiiiiiieieeee e Cerebral Peduncle
A08.186.211.132.659.413.437.....ooveiiiiieieeee e Cerebral Crus
A08.186.211.132.659.413.656.......cccerieieeieieiieieieeiena Substantia Nigra
A08.186.211.132.659.413.656.249.........ceevivieeeiiieeeiiee e Pars Compacta
A08.186.211.132.659.413.656.500........ccccrerieieiiaiiiiiieceeene Pars Reticulata
A08.186.211.132.659.413.875....cccuveiiiiiiiiieeeeeeee Tegmentum Mesencephali
A08.186.211.132.659.413.875.187....ccuvriiiiiieieeeieeeeee Cerebral Aqueduct
A08.186.211.132.659.413.875.284........occviiieiiieeieeeeee Midbrain Reticular Formation
A08.186.211.132.659.413.875.284.500........ccceiireeiiiiieaiiiaeeiieeeas Pedunculopontine Tegmental Nucleus
A08.186.211.132.659.413.875.381..ccccvvieeiiiieeieie e Oculomotor Nuclear Complex
A08.186.211.132.659.413.875.381.500.......cc0ciueremerierienieieeeeeeieees Edinger-Westphal Nucleus
A08.186.211.132.659.413.875.595......cciiiiiiiiieieceeeeee Periaqueductal Gray
A08.186.211.132.659.413.875.618.....ccoeiiiiiiiieeceeeee Raphe Nuclei
A08.186.211.132.659.413.875.618.249........coeeviieeeiiieeeee e Dorsal Raphe Nucleus
A08.186.211.132.659.413.875.618.436.......ccuciveeeeiiieaieieieeeiees Interpeduncular Nucleus
A08.186.211.132.659.413.875.618.624.......cccoveviiiiiiiiceee Midbrain Raphe Nuclei
A08.186.211.132.659.413.875.642.....ccceiiriiieieiieeee Red Nucleus
A08.186.211.132.659.413.875.820......ccceiiiiiiiiiiecieeieeece Ventral Tegmental Area
A08.186.211.132.659.473.....ccuiiiiiiiieeeee e Locus Coeruleus
A08.186.211.132.659.800........ccceiveeeiiieeeiieeeeiiee s Tectum Mesencephali
A08.186.211.132.659.800.407 ......ccueiverieeeieieiieeeieseeenas Inferior Colliculi
A08.186.211.132.659.800.611.....ccveiviiiiiiieieeeeeeene Posterior Cerebellar Commissure
A08.186.211.132.659.800.662.......c.ccervereeieieieiiiierieienas Pretectal Region
A08.186.211.132.659.800.713....ccveeiiiiieiiiee e Subcommissural Organ
A08.186.211.132.659.800.816......ccueeverveerieieiieicierieienas Superior Colliculi
A08.186.211.132. 772 Reticular Formation
A08.186.211.132.772.322....ccciiiiiieieec e Midbrain Reticular Formation
A08.186.211.132.772.322.500.......0ceiviiieiiiieiieeeeseeee Pedunculopontine Tegmental Nucleus
A08.186.211.132.772.646........ceeiiiieaiiiieeiee e Respiratory Center

A08.186.211.132.810....cccueieiieeeeiiee e Rhombencephalon
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A08.186.211.132.810.428........ceeeieeeiiieeeceee e Metencephalon
A08.186.211.132.810.428.200.......cceerueierieeierieeeiesieeena Cerebellum
A08.186.211.132.810.428.200.212.....c.coccviiieriiieeiecee i Cerebellar Cortex
A08.186.211.132.810.428.200.212.299.......ccueiieeeeeieaieeee e Cerebellar Vermis
A08.186.211.132.810.428.200.212.600..........ccveverireireirieeeeerienes Purkinje Cells
A08.186.211.132.810.428.200.337 .....ccverveieienieiiaieaeeieeeeeieae Cerebellar Nuclei
A08.186.211.132.810.428.200.462......c.c.ceeivviirieieeiieeieeeeen Cerebellopontine Angle
A08.186.211.132.810.428.600.......cccerereerieienieieieieeienas Pons
A08.186.211.132.810.428.600.067......cc.eeeririrriaieeirieieeeeens Barrington's Nucleus
A08.186.211.132.810.428.600.135.....cceiuireeeieiieieieeeeee Cochlear Nucleus
A08.186.211.132.810.428.600.392........cccviiveriiieeeieceeieeeens Kolliker-Fuse Nucleus
A08.186.211.132.810.428.600.521.....ccueiuirieieieiieicieeeee Middle Cerebellar Peduncle
A08.186.211.132.810.428.600.650.........ccerurirrieiiiiiienieenieene Pontine Tegmentum
A08.186.211.132.810.428.600.650.249.......ccoeiveeiriiieieeeeeeiee Abducens Nucleus
A08.186.211.132.810.428.600.650.374.......ccocoveuriiiiiieieecieieiees Facial Nucleus
A08.186.211.132.810.428.600.650.437 .......crveieeeiieaieaieseeeeeieees Locus Coeruleus
A08.186.211.132.810.428.600.650.500.........ccerveeiriiiieieiieieeienns Parabrachial Nucleus
A08.186.211.132.810.428.600.650.562.........c.ccveveurieiiieiieieeeieiene Raphe Nuclei
A08.186.211.132.810.428.600.650.562.500.........cceviermeeiiieiiiiieeieenne Nucleus Raphe Magnus
A08.186.211.132.810.428.600.650.625.........c.coveveueeieiieiieieeeeeienes Superior Olivary Complex
A08.186.211.132.810.428.600.650.687.......ccocoveuviurieiiieiiecieieiee Trapezoid Body
A08.186.211.132.810.428.600.650.718.......ccveieeeiaieaieaieieieeeeieees Trigeminal Motor Nucleus
A08.186.211.132.810.428.600.650.750........cccoveiiieriiiieeiiieieeienn Trigeminal Nucleus, Spinal
A08.186.211.132.810.428.600.800........ccerueeerierraiiieeieieeaeene Vestibular Nuclei
A08.186.211.132.810.428.600.800.800.........ccerrveerririeerieiieireeinnns Vestibular Nucleus, Lateral
A08.186.211.132.810.597..iiiiiiieeeiieeeee e Myelencephalon
A08.186.211.132.810.591.500.......c0rererreeieieiiriinienieeenas Medulla Oblongata
A08.186.211.132.810.591.500.286........ccuerveeerierraiiiieieieeaiene Area Postrema
A08.186.211.132.810.591.500.574........ooviriiiiiiiircreeee Olivary Nucleus
A08.186.211.132.810.591.500.662........ccoerveierieiiaiiieiieiceeiene Raphe Nuclei
A08.186.211.132.810.591.500.662.436.........ccecevveeeirireeiiieeeeiieaenns Nucleus Raphe Obscurus
A08.186.211.132.810.591.500.662.624..........ccoeveueiiiiiiieieieiee Nucleus Raphe Pallidus
A08.186.211.132.810.591.500.750......cceeerieirrieiieiieeieeseen Solitary Nucleus
A08.186.211.132.810.591.500.875.....ccererieeienieieieieeeee Trigeminal Nucleus, Spinal
A08.186.211.132.810.591.500.875.500.......ccccverrieiieiiieiiieieeiennn Trigeminal Caudal Nucleus
A08.186.211.132.810.753......oeiiiiieeeiiieeeee e Tectospinal Fibers
A08.186.211.132.931 ..ot Trigeminal Nuclei
A08.186.211.132.931.459.......oiiiiiiiiiiieeee e Trigeminal Motor Nucleus
A08.186.211.132.931.920......cccuiiiiieiieiieeie e Trigeminal Nucleus, Spinal
A08.186.211.132.931.920.927 ......oouiiiiiiiieieieieeeee e Trigeminal Caudal Nucleus

A08.186.211.168.....ceeieiiiiiiiiieeeeeee e Gray Matter
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A08.186.211.204.......coviieiiiircrceee e White Matter
A08.186.211.276.....coeceeeieiiieiceieeeee Cerebral Ventricles

A08.186.211.276.187 ... Cerebral Aqueduct
A08.186.211.276.298........ceeueeieeiieeeeee e Choroid Plexus
A08.186.211.276.460........ccoviiiiiiieiiieie e Ependyma
A08.186.211.276.500.......cceuereeeeeeieieieeieeieeieeas Fourth Ventricle
A08.186.211.276.650........c.ccveeiirieeieeceeen Lateral Ventricles

A08.186.211.276.814 ... Septum Pellucidum
A08.186.211.276.840.......coeeiririiieeieieicrcee Third Ventricle

A08.186.211.464 ..o Limbic System
A08.186.211.464.090.......c.c0ccorvimrieiecieiniineriene Amygdala
A08.186.211.464.090.500........ccciirieaiiiieaiiieeaiiee s Basolateral Nuclear Complex
A08.186.211.464.090.750.......cccemrieiieiieeiienieeieeeas Central Amygdaloid Nucleus
A08.186.211.464.090.875.......oceiiiiieaiiieeeiie e Corticomedial Nuclear Complex
A08.186.211.464.090.875.500........cccviiriiiiieiieaieenieee Periamygdaloid Cortex
A08.186.211.464.200.......ccccoeiuerieieieieiieieeeeieeas Epithalamus
A08.186.211.464.200.360........ccccrvirmeeeieiiiiiareirens Habenula
A08.186.211.464.200.680........ccerverieienieiaiiaiesienieins Pineal Gland
A08.186.211.464.405........cccoieeeeieeecie e Hippocampus
A08.186.211.464.405.099........cciiiiiiiiiiieiiiie e CA1 Region, Hippocampal
A08.186.211.464.405.149........cccoiiieeiieeecee e CAZ2 Region, Hippocampal
A08.186.211.464.405.174....ceveiiiieieeeee e CA3 Region, Hippocampal
A08.186.211.464.405.200.......ccccemviiiieiieiiieiieeieenns Dentate Gyrus
A08.186.211.464.405.200.500........cceiuereaiiiiaaiieeaiieeeaies Mossy Fibers, Hippocampal
A08.186.211.464.405.600........ccccoirmirieieiriiriarerenns Fornix, Brain

A08.186.211.464.497 ... Hypothalamus
A08.186.211.464.497.300.......ccccemiiieiieiiieiie e Hypothalamic Area, Lateral
A08.186.211.464.497.342........coiiiieiieeeie e Hypothalamus, Anterior
A08.186.211.464.497.342.063........cocvieriiiiieieeeeeeee Anterior Hypothalamic Nucleus
A08.186.211.464.497.342.231..cceieeeiieeeee s Organum Vasculosum
A08.186.211.464.497.342.400........cccoiiiiiiiieiieeieeseeee Paraventricular Hypothalamic Nucleus
A08.186.211.464.497.342.450.......ccocoeiiieieieieieeeeene Preoptic Area
A08.186.211.464.497.342.625........cccccvveeeiieeeeieeeeeeee s Suprachiasmatic Nucleus
A08.186.211.464.497.342.650.......cccceieieieieieieeeeiena Supraoptic Nucleus
A08.186.211.464.497.352......cociriiiiieiiieiiiereeeees Hypothalamus, Middle
A08.186.211.464.497.352.081......evieiiiiieiiiie e Arcuate Nucleus of Hypothalamus
A08.186.211.464.497.352.270....cccuviiiiiiiiiiiecie e Dorsomedial Hypothalamic Nucleus
A08.186.211.464.497.352.435.......ooiiiiiiaiiiiieeee s Hypothalamo-Hypophyseal System
A08.186.211.464.497.352.435.249.......cciiiiiiiiiiiecee Median Eminence
A08.186.211.464.497.352.435.500........cccierieienriiieiieeeeeieae Pituitary Gland

A08.186.211.464.497.352.435.500.500........cccccviriiririiricicie, Pituitary Gland, Anterior
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A08.186.211.464.497.352.435.500.500.500.........cc0emrereiriirieieinineanns Corticotrophs
A08.186.211.464.497.352.435.500.500.750......ccocoeeuerieiierierieiieieiaieaneas Gonadotrophs
A08.186.211.464.497.352.435.500.500.812......cc0cvemriririirieieieinieanns Lactotrophs
A08.186.211.464.497.352.435.500.500.937......cuceiuerieiieieieieieeaieias Somatotrophs
A08.186.211.464.497.352.435.500.500.968.........ccoccvrrriiriiriieininianns Thyrotrophs
A08.186.211.464.497.352.435.500.750.......ccciueeeeiiaieaieieeieeeienes Pituitary Gland, Intermediate
A08.186.211.464.497.352.435.500.750.500.........ccvemrereiriirieieieineanns Melanotrophs
A08.186.211.464.497.352.435.500.875.......ccueiieeeeiiaieiieieeieeeiees Pituitary Gland, Posterior
A08.186.211.464.497.352.870......ccccciieeiiieiieeeeeeene Tuber Cinereum
A08.186.211.464.497.352.953.......ooiiiiieiiiie e Ventromedial Hypothalamic Nucleus
A08.186.211.464.497.362......ccceiirieiieiieeiie e Hypothalamus, Posterior
A08.186.211.464.497.362.500.......cccerereerieieieiiniesieneeneas Mammillary Bodies
A08.186.211.464.590.......cocceiviririeeieiniinenenes Limbic Lobe
A08.186.211.464.590.500........cccemerueeeieieiiaiesieeieens Gyrus Cinguli
A08.186.211.464.590.750........ccceiiiieeiiieeeiieeeeiiee s Parahippocampal Gyrus
A08.186.211.464.590.750.225.......coceiieieeieeieieieeieeenas Entorhinal Cortex
A08.186.211.464.590.750.612....ccueeiiiiiiiiiieieeeeeee Periamygdaloid Cortex
A08.186.211.464.699.......ccociiiieiieiceee e Olfactory Pathways
A08.186.211.464.710........cceiiieeeiiiee e Parahippocampal Gyrus
A08.186.211.464.710.225......coooiiiiiieieiee e Entorhinal Cortex
A08.186.211.464.710.612.....ccoiiiiiiiiiieieee e Periamygdaloid Cortex
A08.186.211.464.730.......cceeueieeieieieieeeeee e Perforant Pathway
A08.186.211.464.750........cccoeieeeiieeeiieeeiieeeenns Septum of Brain
A08.186.211.464.750.800........cccerereeieieiaiaieaieieins Septal Nuclei
A08.186.211.464.750.900........cccocireeeiiieeeiieeeeiiee s Septum Pellucidum
A08.186.211.464.820........ccccuiiiiiiiiiiiccee Substantia Innominata
A08.186.211.730...cccueeeeeiereeiee e Prosencephalon

A08.186.211.730.317 ..o Diencephalon
A08.186.211.730.317.200........ccctreirieieieiecireererens Epithalamus
A08.186.211.730.317.200.360......ccueevereeerieienieieeieneeieneas Habenula
A08.186.211.730.317.200.620.......ccrerereeeeieiirinicnieienas Pineal Gland
A08.186.211.730.317.357 ..o Hypothalamus
A08.186.211.730.317.357.300.....cc0ceiiiiieiiieie e Hypothalamic Area, Lateral
A08.186.211.730.317.357.342......ooeiiieeiieeeee s Hypothalamus, Anterior
A08.186.211.730.317.357.342.063......cceeeieiirieiieeeeeee e Anterior Hypothalamic Nucleus
A08.186.211.730.317.357.342.315. ..ot Organum Vasculosum
A08.186.211.730.317.357.342.400......ccccceieiiiieieiieeieeeee Paraventricular Hypothalamic Nucleus
A08.186.211.730.317.357.342.450.....cccctieeiiieeieeeeeee Preoptic Area
A08.186.211.730.317.357.342.625........ooviiieeecieeecee e Suprachiasmatic Nucleus
A08.186.211.730.317.357.342.650.......00cereeenieiieiiaieieeeee Supraoptic Nucleus

A08.186.211.730.317.357.352......ccccciiiiiiciciccccee Hypothalamus, Middle
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A08.186.211.730.317.357.352.081.....ceiuiiiiiiiiieieeeeeee e Arcuate Nucleus of Hypothalamus
A08.186.211.730.317.357.352.270....ccuveeiiiieeeiiiee e Dorsomedial Hypothalamic Nucleus
A08.186.211.730.317.357.352.435....ccciiiiiiiiieeceee Hypothalamo-Hypophyseal System
A08.186.211.730.317.357.352.435.249.......cceieiiieeeee e Median Eminence
A08.186.211.730.317.357.352.435.500.......cc0cccveriiiiriiriecieinienes Pituitary Gland
A08.186.211.730.317.357.352.435.500.500.........ccueuerierierierieieieiaieaneas Pituitary Gland, Anterior
A08.186.211.730.317.357.352.435.500.500.500........c0ccverrrrnieireieinininnienne Corticotrophs
A08.186.211.730.317.357.352.435.500.500.750.......cc0coveuerreaieieriieieieienieens Gonadotrophs
A08.186.211.730.317.357.352.435.500.500.812.......ccvcviurieenieiiiieieireniee Lactotrophs
A08.186.211.730.317.357.352.435.500.500.937 .......coveieuiiieiieiieieeeeeie e Somatotrophs
A08.186.211.730.317.357.352.435.500.500.968..........c.ccverrrrrierieeeinirinienes Thyrotrophs
A08.186.211.730.317.357.352.435.500.750......cceeoveuerieieiierieieieiaieaeas Pituitary Gland, Intermediate
A08.186.211.730.317.357.352.435.500.750.500.......cc0ccvvrrrrrirrieeeiniriinienes Melanotrophs
A08.186.211.730.317.357.352.435.500.875......ccocoeeuerieieiieneiieieiaeeias Pituitary Gland, Posterior
A08.186.211.730.317.357.352.870.....cccririiriiiiiiircrceeee Tuber Cinereum
A08.186.211.730.317.357.352.953......ciiiiiiiieeeiiieeeie e Ventromedial Hypothalamic Nucleus
A08.186.211.730.317.357.362....cceeeiiiiiiiiiieeeeeeee Hypothalamus, Posterior
A08.186.211.730.317.357.362.500.......0ccereeeerieiiaiiaieieeeeeeae Mammillary Bodies
A08.186.211.730.317.578....cocuiiiiiiieieieeeeeee Optic Chiasm
A08.186.211.730.317.689.....ccueiiiiiiieieieieeie e Optic Tract
A08.186.211.730.317.800........cccereirieieieiiisieereiens Subthalamus
A08.186.211.730.317.800.240........ceiiiiiaaiiieaieeeeeees Entopeduncular Nucleus
A08.186.211.730.317.800.800........cccireeriiieiirieeereene Subthalamic Nucleus
A08.186.211.730.317.800.900.......cceereeerrieierieiieiereeena Zona Incerta
A08.186.211.730.317.826......ccecvieiiiiiieiiieieercicns Thalamus

A08.186.211.730.317.826.707 ... Thalamic Nuclei
A08.186.211.730.317.826.701.080.......c.cccviiieririeeeiecee e Anterior Thalamic Nuclei
A08.186.211.730.317.826.701.444 .....cooiiiiieeeee Geniculate Bodies
A08.186.211.730.317.826.701.460........ccceiveriiieeiiecee s Intralaminar Thalamic Nuclei
A08.186.211.730.317.826.701.485......cooiieeeieeceeeee Lateral Thalamic Nuclei
A08.186.211.730.317.826.701.485.600.........c.ccveverriiiriiriceeieiees Pulvinar
A08.186.211.730.317.826.701.490......ccoireeieieieeeeee Mediodorsal Thalamic Nucleus
A08.186.211.730.317.826.701.500........ccccrirriiriiiirereereene Midline Thalamic Nuclei
A08.186.211.730.317.826.701.700........ccereeeieieieeeieeeeae Posterior Thalamic Nuclei
A08.186.211.730.317.826.701.900........cccerereeieiiiriirerceeriee Ventral Thalamic Nuclei
A08.186.211.730.885.......ooiiiiiiiiiieeiieeeieeee Telencephalon
A08.186.211.730.885.287......ceviriiieieieiiiiieereicne Cerebrum
A08.186.211.730.885.287.249.......coiiiiiiiiieieeeeeeea Basal Ganglia
A08.186.211.730.885.287.249.152.....cccoririeiiiieieeereeeee Amygdala
A08.186.211.730.885.287.249.152.500........ceeeiireeaiiieeiieeeeiieeeas Basolateral Nuclear Complex

A08.186.211.730.885.287.249.152.750.......ccciviiiiiiiiiieeeeeeee i Central Amygdaloid Nucleus
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A08.186.211.730.885.287.249.152.875.....cc.eoveeiiieeeciie e Corticomedial Nuclear Complex
A08.186.211.730.885.287.249.152.875.500.........coveerierierierieieieiaeaneas Periamygdaloid Cortex
A08.186.211.730.885.287.249.487 ......cooerviiiiiiireeeeee Corpus Striatum
A08.186.211.730.885.287.249.487.397 .....ooveeceeeceee e Globus Pallidus
A08.186.211.730.885.287.249.487.550.......cccovcviriiiiiiceeeies Neostriatum
A08.186.211.730.885.287.249.487.550.184......c.oceeueieiiieieeeiae Caudate Nucleus
A08.186.211.730.885.287.249.487.550.484.........ccvcvviriiiiiiceiiae High Vocal Center
A08.186.211.730.885.287.249.487.550.784......ccocoeeueieiiieieieeeeea Putamen
A08.186.211.730.885.287.249.487.775.......ccveeveriiiieeeieeeieien Ventral Striatum
A08.186.211.730.885.287.249.487.775.500......ccocoeeereiiieieiieieiaieaneas Nucleus Accumbens
A08.186.211.730.885.287.249.487.775.750......ccocovirrerireicieieiaeanns Olfactory Tubercle
A08.186.211.730.885.287.249.487.775.750.500.......ccocoveuererienieiieieieeeiee Islands of Calleja
A08.186.211.730.885.287.249.880........cccevveririieeeieeeeneeens Substantia Innominata
A08.186.211.730.885.287.249.880.100.......ccocrveueeneeeeieeaieieeeeeieees Basal Nucleus of Meynert
A08.186.211.730.885.287.500........ccccereerrrieiiiieeeieeene Cerebral Cortex
A08.186.211.730.885.287.500.270.....cccerireeerieiieiiaeeieeeeieae Frontal Lobe
A08.186.211.730.885.287.500.270.548........cccoveriiiiiiiriicieeies Motor Cortex
A08.186.211.730.885.287.500.270.700.......ccocreeeerieeaeeaieieeeeeeieens Prefrontal Cortex
A08.186.211.730.885.287.500.270.700.500.........ccvemrrriirierieieieinieanns Broca Area
A08.186.211.730.885.287.500.345........cceieeieieieieeeeee Hippocampus
A08.186.211.730.885.287.500.345.099........coeeiiieeeiiie e CA1 Region, Hippocampal
A08.186.211.730.885.287.500.345.149.......ccueiiiiieiiceee e CA2 Region, Hippocampal
A08.186.211.730.885.287.500.345.174.....c.eoveeeeeecee e CA3 Region, Hippocampal
A08.186.211.730.885.287.500.345.200.......ccccoeeemraeeaeeaieieeeeeieees Dentate Gyrus
A08.186.211.730.885.287.500.345.200.500........ccccrvreeeiriieeciieeeiieeaanns Mossy Fibers, Hippocampal
A08.186.211.730.885.287.500.345.600.......cc.coereerireaieaieieieeeienes Fornix, Brain
A08.186.211.730.885.287.500.382........cccrueeeireiiiriirireeeeeiene Limbic Lobe
A08.186.211.730.885.287.500.382.500.......cc0crueueemrieeaieaieieeeeeeieees Gyrus Cinguli
A08.186.211.730.885.287.500.382.750........ccceirreeeiiireeiieeeeiieeenns Parahippocampal Gyrus
A08.186.211.730.885.287.500.382.750.225.........coeeerieieierieieeeiaienens Entorhinal Cortex
A08.186.211.730.885.287.500.382.750.612......c.ocvvrrieririiiieieieiieanias Periamygdaloid Cortex
A08.186.211.730.885.287.500.420.......0ccereeeerieiieiiieeieeeeae Neocortex
A08.186.211.730.885.287.500.571.....cceervirieiiieiiiiererceeee Occipital Lobe
A08.186.211.730.885.287.500.571.735.......coveeeeeieaieeiee e Visual Cortex
A08.186.211.730.885.287.500.620........cccrvereiriiiriirerercriene Olfactory Cortex
A08.186.211.730.885.287.500.620.374.......ccueiieeeeiiaieeeeeeeees Basal Forebrain
A08.186.211.730.885.287.500.620.374.500......ccccemvierueiiiieniieiieeneene Organum Vasculosum
A08.186.211.730.885.287.500.620.562........c.covcveurieiiieaieieieeeiee Entorhinal Cortex
A08.186.211.730.885.287.500.620.656..........ccocveurreiiriricieiiniee Olfactory Tubercle
A08.186.211.730.885.287.500.620.656.500.........ccceoereerrerierieieiaineanens Islands of Calleja

A08.186.211.730.885.287.500.620.750..........ccoocviiiririiriicincn, Piriform Cortex
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A08.186.211.730.885.287.500.670........ccerverreiriiiiirereeeeiene Parietal Lobe
A08.186.211.730.885.287.500.670.675.......coeeiiiiiaiiiieeiieeeiieeee Somatosensory Cortex
A08.186.211.730.885.287.500.670.837.......ccveveuriiiiiiiecieeceeeeiees Wernicke Area
A08.186.211.730.885.287.500.814.....cceoiiiiiiiiiieciecee e Sensorimotor Cortex
A08.186.211.730.885.287.500.814.249.......cccoviririiiiiiceeeeie Auditory Cortex
A08.186.211.730.885.287.500.814.624.......ccocoveeieiiceieeeeee Motor Cortex
A08.186.211.730.885.287.500.814.695........ccovcuviriiieirieceeieies Olfactory Cortex
A08.186.211.730.885.287.500.814.695.249......c..coviiieiiiiieieieeaeins Basal Forebrain
A08.186.211.730.885.287.500.814.695.374......ccocovirririiieieieieiseanas Entorhinal Cortex
A08.186.211.730.885.287.500.814.695.500.........cceeueruereerierieieiaiaeneas Olfactory Tubercle
A08.186.211.730.885.287.500.814.695.500.500.........c0ccverrrrrirnreeeinireniennen Islands of Calleja
A08.186.211.730.885.287.500.814.906.........ceeivreeiiiireaiiieeaiieeeas Somatosensory Cortex
A08.186.211.730.885.287.500.814.953.......ccocoviuriiiiiieieceeeeies Visual Cortex
A08.186.211.730.885.287.500.863........ccerveeenieiraiiiieieceieae Temporal Lobe
A08.186.211.730.885.287.500.863.297.......ccocoveureriiiiieieecieeeieen Auditory Cortex
A08.186.211.730.885.287.500.863.850..........ccvcuveuriveieaieieieeeieees Wernicke Area
A08.186.211.730.885.287.750.....ccceiiiiiiiiiieiieeieeieee Olfactory Cortex
A08.186.211.730.885.287.750.374.....ccooieieeieieeeeeee Basal Forebrain
A08.186.211.730.885.287.750.562........ccccoververeiiiirirereeene Entorhinal Cortex
A08.186.211.730.885.287.750.656........cccreeeenieiieiiaieieieeeiee Olfactory Tubercle
A08.186.211.730.885.287.750.656.500..........cccveurrirniiiriecieinienes Islands of Calleja
A08.186.211.730.885.287.750.750.......0ccereeeenieiieiiaeeieeeeeieae Piriform Cortex
A08.186.211.730.885.380......ccuveireeiieiiiieiie e Diagonal Band of Broca
A08.186.211.730.885.385......cocciieiiicieieiieie e External Capsule
A08.186.211.730.885.388......c.cciriiieicieiiniiiesreees Olfactory Bulb
A08.186.211.730.885.390.......0cciiiiieaiiiieaiiie e Telencephalic Commissures
A08.186.211.730.885.390.500........cccereeririeieiieeeeieeene Anterior Cerebellar Commissure
A08.186.211.730.885.390.750.......cccereereereerieiieieienieeeneas Corpus Callosum
A08.186.211.730.885.435........cceiiieeeiiieeeieee e Internal Capsule
A08.186.211.730.885.750......cucceieeieieieieiesiesieeeene Septum of Brain
A08.186.211.730.885.750.800.......cccerereeeeririiricnienieeenas Septal Nuclei
A08.186.211.730.885.750.814.....ccueiieieieieieieceeeeeena Septum Pellucidum
A08.186.566........ccervreeiieiiiiiie e Meninges
A08.186.566.166........cceveeueaeeeeieieeeieaieens Arachnoid
A08.186.566.166.686..........cccvveerrieeeiiieeeirireennns Subarachnoid Space
A08.186.566.166.686.357........cceriiiiaaiiiieiiieeeiieees Cisterna Magna
A08.186.566.395.......c.ccveeereeeeeeeee Dura Mater
A08.186.566.395.687.....c..cueeueeeiiiiieieeee e Subdural Space
A08.186.566.731.....cvemieiiriirinrerceeeeie e Pia Mater
A08.186.854......ccueieieeieiieiiieeeeeee Spinal Cord

A08.186.854.126......c..cceeciereeiiiee e ciie e Cervical Cord
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A08.186.854.253......cccuiiiiiiiiieieee e Extrapyramidal Tracts
A08.186.854.348.....c.ccieieiiiieeee e Gray Matter
A08.186.854.443........ooeeeeeeeee e Spinal Cord Lateral Horn
A08.186.854.633........ceiiiiiieiieeeiee e Pyramidal Tracts
A08.186.854.697........eveeeiereeieee e Spinal Cord Dorsal Horn
A08.186.854.697.500........ccccviiiiiiiiiiieiie e, Posterior Horn Cells
A08.186.854.697.500.500.........ccemveiriiieiiiieieeeeene Substantia Gelatinosa
A08.186.854.729.......ceeiiiiiiiieceiee e Spinal Cord Ventral Horn
A08.186.854.729.500........c.ccvieiiieienieeceeeen Anterior Horn Cells
A08.186.854.761 ... Spinothalamic Tracts
A08.186.854.880........ccevrirrinrerieeeee e White Matter
A08.340.....ceiiiiiiieiie e Ganglia
A08.340.315....coiieeeeee e Ganglia, Autonomic
A08.340.315.300.......ceeeeiiereeiieee e Ganglia, Parasympathetic
A08.340.315.350.....ccccumieiiiiieieiieeie e Ganglia, Sympathetic
A08.340.315.350.800.......cceuererieeeieeeienienienieeas Stellate Ganglion
A08.340.315.350.850.....c.ccciiiiiiieiieiieeiee e Superior Cervical Ganglion
A08.340.352.....cccciiiiiiiii Ganglia, Invertebrate
A08.340.390.....ccueiiiiiiieieee e Ganglia, Sensory
A08.340.390.340.....cceieiereiiieeeeee e Ganglia, Spinal
A08.340.390.380.....ccccuriereeriiieieeeie e Geniculate Ganglion
A08.340.390.550........cceiiiireeiiiee e Nodose Ganglion
A08.340.390.800......cccuueereeririiiieiieeiee e Spiral Ganglion
A08.340.390.850........cceiiiireeiiiee e Trigeminal Ganglion
A08.340.685........c.ocveieeiee e Satellite Cells, Perineuronal
AOB.5TT i Nerve Net
A08.511.500......cccmeiiiieiiiiereeeeee Central Pattern Generators
AO08B.B12...ciiiie e Neural Pathways
A08.612.220.....cceeeciiiiiieieiee e Afferent Pathways
A08.612.220.110..ceceeeieieieeeeeee e Auditory Pathways
A08.612.220.640......cccuieriiiiiiiieiieeieeaiene Olfactory Pathways
A08.612.220.725......eeiieiieeee e Spinocerebellar Tracts
A08.612.220.735...ccccueeeeeiieeeee e Spinothalamic Tracts
A08.612.220.830......cccuueiiiiiiieiieiiieeeseee Visceral Afferents
A08.612.220.860......cccuveeveerieiiiieiiieieesiieene Visual Pathways
A08.612.380.......ueeeeiiiieeieee e Efferent Pathways
A08.612.380.239.....cceiiiiiiiiiiiiiiee e Extrapyramidal Tracts
A08.612.380.730....cuueeeeiieeeiieee e Pyramidal Tracts
A08.612.435....ceeieecieeeee e Internal Capsule
A08.612.492......oiiiiiiiiicee Medial Forebrain Bundle

A08.612.600........cceiiiiiieiiieie e Perforant Pathway
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A0B.B37 ..o Neuroglia

A08.637.200........ceeeiiiieeiiiae e Astrocytes

A08.637.300........ceeeiirieiiiee e Ependymoglial Cells
A08.637.400......cceieeeeeiiirieseeeeeiae Microglia
A08.637.500.......ccumiieeeeeeiiiiiiiee e Neuropil
A08.637.500.550........cccmmuiiaiiiiaeiiiee e Neuropil Threads
A08.637.600........cccemuriiiiiieiiieeieeee Oligodendroglia
A08.637.600.500........ccccierrriiriiriieeeeee s Myelin Sheath
A08.637.685........coooveiiieie e Satellite Cells, Perineuronal
A08.637.800.......ccceiiiiiiiiiieiie e Schwann Cells
A08.637.800.500........ccccrmirrinrerireirnienieeens Myelin Sheath
A08.637.800.500.550.......cccuerueieiiieiaiieienienieeas Neurilemma
A08.637.800.500.700.........cccceiiiiiiiiiiieiie e, Ranvier's Nodes
ADB.B75.....eiiiiiiiiiieeee Neurons
A08.675.100.....cccceeiieiiieiieeiee e Adrenergic Neurons
A08.675.100.500........cceimuereaiiiaeiiieeeiieeeees Adrenergic Fibers

A0B.675.127 ..o Cholinergic Neurons
A0B.675.256........coeceiiiiiiiiieic e Dendrites
A08.675.256.200......ccccceiiiiiieieeeiiiiiiiieaee e Dendritic Spines
A08.675.256.500........cccciriaiiriiiieeeeieee s Neurites
A08B.675.278.....c.eeeeiieeee e Dopaminergic Neurons
A08.675.289.......eeiiiiiiiiieeee e GABAergic Neurons
A0B.675.358.......ccceciiiiiiiii Interneurons
A08.675.358.050.......cceeiuiiiiiiiieiiieieeseee Amacrine Cells
A08.675.358.350.......cccciiiiiiiiiiiiiiiciee e Commissural Interneurons
A08.675.358.650.....c.ccueieuiiiriiiiieeeie e Renshaw Cells
A08.675.358.700......ccccceiimiiiiieeesiiiiiiieaeeeenns Retinal Bipolar Cells
A08.675.460......ccemeeeeeiiiirieieieeeeiae Lewy Bodies
A08.675.500........ccccciiiiiiiiiiiii i Mirror Neurons
A0B.675.542.....c.eiiiiiiiic e Nerve Fibers
A08.675.542.075.......ooviiiiiiiiiecieeeeeee Adrenergic Fibers
A08.675.542.075.800........ccceimiiiiiiiaiiiiieaiieeee Sympathetic Fibers, Postganglionic
A08.675.542.100......cccuiiriiiiiiiieiieeiee e Autonomic Fibers, Postganglionic
A08.675.542.100.700........ccemiieeaiiiiaaiiiee e Parasympathetic Fibers, Postganglionic
A08.675.542.100.800........ccciuiiirieiieiieeniie e Sympathetic Fibers, Postganglionic
A08.675.542.145....c.ooieeiiieeeee e Axons
A08.675.542.145.500.......cc0cvmriaririeeiiirinennene Neurites
A08.675.542.145.750........cciiiiiiiiiieiiieeeeeee Presynaptic Terminals
A08.675.542.145.750.500........cccciivieeiiireaiiieeeiieeaenns Mossy Fibers, Hippocampal
A08.675.542.234 ... Cholinergic Fibers

A08.675.542.234.060........cccomcueiiriiieiiiiieeiieeene Autonomic Fibers, Preganglionic
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A08.675.542.234.700........cccomouiiiriiieiiiiieeieeeene Parasympathetic Fibers, Postganglionic
A08.675.542.512.....cccceiiiiL Nerve Fibers, Myelinated
A08.675.542.512.560.......c.ccvmuimririicieiiriirenenas Myelin Sheath
A08.675.542.512.560.550........cccemerieieieiiiaisienieens Neurilemma
A08.675.542.512.560.700.........cccemeeiriiieiiieeieeeeene Ranvier's Nodes
A08.675.542.756........ccccooveiiiiiiiil Nerve Fibers, Unmyelinated
A08.675.575....iiiiiiiieee e Neural Analyzers
A08.675.609......ccueiieieiiiiiieieeeeeae Neurofibrils
A08.675.609.520........cccomiumiiriiiiiiiieeiiieeee Neurofibrillary Tangles
A08.675.650........ccccceeiiiiiiii Neurons, Afferent
A08.675.650.250........cueriiirinririeeeee e Hair Cells, Auditory
A08.675.650.250.250........ccccceiiiiiiiii Hair Cells, Auditory, Inner
A08.675.650.250.315....ccueiiiiiiiieeecee e Hair Cells, Auditory, Outer
A08.675.650.395.....c.ccieieiiiieeeee e Hair Cells, Vestibular
A08.675.650.675.......cccccviiiiiiiiiiiicieee Posterior Horn Cells
A08.675.650.675.800.........cccviiiiiiiiiiieiieiieee, Substantia Gelatinosa
A08.675.650.850.......ccccccviiiiiiiiiiiiiiiee Retinal Neurons
A08.675.650.850.500.........cccuviiiiiiiiniieiie e Amacrine Cells
A08.675.650.850.625.........coevvieeeieiiiiiiee e Photoreceptor Cells
A08.675.650.850.625.660........cccccuveeeiiiiaiiiiiaiiieeees Photoreceptor Cells, Invertebrate
A08.675.650.850.625.670......ccccceeiiiiiiiireeeeeiiiiiiiaeennn Photoreceptor Cells, Vertebrate
A08.675.650.850.625.670.049........cciiiiieiiiiiaiiiieeiieeeas Photoreceptor Connecting Cilium
A08.675.650.850.625.670.100........cccccvreeiirreaiieeeirieennns Retinal Cone Photoreceptor Cells
A08.675.650.850.625.670.237......eeeeiiueeeeiiiiieeiiee e Retinal Photoreceptor Cell Inner Segment
A08.675.650.850.625.670.375.....ccceiviiriiiiiieiieeieeseeee Retinal Photoreceptor Cell Outer Segment
A08.675.650.850.625.670.375.500........cccierieieiiaiieiieeeeaiene Rod Cell Outer Segment
A08.675.650.850.625.670.650.........cccemreeeiiiiiiiiiaeeeaiiiieenns Retinal Rod Photoreceptor Cells
A08.675.650.850.625.670.650.650........cccruereemieuiaiiiiiieieeaiene Rod Cell Outer Segment
A08.675.650.850.750.......ccceruimririieiriniireniene Retinal Bipolar Cells
A08.675.650.850.875........cciiiiiiiiiiieeiiieeeiee e Retinal Ganglion Cells
A08.675.650.850.937........ccoviiiiiiiii Retinal Horizontal Cells
A08.675.650.915.....uiiiiiieiie e Sensory Receptor Cells
A08.675.650.915.500........ccccmiureeiiiieeiiieeeiieeeenns Chemoreceptor Cells
A08.675.650.915.500.530.....cc0cceruerieieieiaieaieeieeieens Neuroepithelial Cells
A08.675.650.915.500.530.550.......ccrerurruereerieiiriinicnieieaas Neuroepithelial Bodies
A08.675.650.915.500.540........ccciiiieiiiiiaiiieeaiiee s Olfactory Receptor Neurons
A08.675.650.915.500.600.......c.cccemmieriieiiiaiieiiieieenns Paraganglia, Nonchromaffin
A08.675.650.915.500.600.050.......ccceruererreeeeriaiinienieeenas Aortic Bodies
A08.675.650.915.500.600.150.......cccccerirruereeieiriirenieeennas Carotid Body
A08.675.650.915.500.600.350.......cccerrererrereariaiinienieeeneas Glomus Jugulare

A08.675.650.915.500.600.360........cccviermeiriiaiieiiieniieee. Glomus Tympanicum
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A08.675.650.915.500.800........ccccrirveieieiniiriareneens Taste Buds
A08.675.650.915.750........cciiiiiiiiiiiaiiiie e Mechanoreceptors
A08.675.650.915.750.300.......ccc0emrieriieiiieiienieeieens Golgi-Mazzoni Corpuscles
A08.675.650.915.750.425......c.cooeiiiiiiieieeeese e Merkel Cells
A08.675.650.915.750.500........ccccmirueieieiniiriarerenns Muscle Spindles
A08.675.650.915.750.600........cccererueieieiniieaieieeene Neuroepithelial Cells
A08.675.650.915.750.600.350.......ccccerurrueeeiniiriirienieeenas Hair Cells, Auditory
A08.675.650.915.750.600.350.350.......0ccuerueeerieriaiiieeieieeaeeae Hair Cells, Auditory, Inner
A08.675.650.915.750.600.350.365........ccccrveieiriiiriirirereriene Hair Cells, Auditory, Outer
A08.675.650.915.750.600.675.......coceiierieieieieieieieeeneas Hair Cells, Vestibular
A08.675.650.915.750.700........cccoiireeeiireeaiiieeeiiieeannns Pacinian Corpuscles
A08.675.650.915.750.750........cciiiiieaiiiieaiiieeeiee s Pressoreceptors
A08.675.650.915.750.780......cccuveireeiiieiieeiieeieeieees Pulmonary Stretch Receptors
A08.675.650.915.875.......uoiiiiiiiiiieeeieeeeeee Nociceptors
A08.675.650.915.937......cvvviiiiieeiiee e Photoreceptor Cells
A08.675.650.915.937.650........ccciiiieiiiiieiiiieeeiee s Photoreceptor Cells, Invertebrate
A08.675.650.915.937.670........ccciiieeeiiieeeiiie e Photoreceptor Cells, Vertebrate
A08.675.650.915.937.670.049........coiiiiiiiiiiieiiieeeeees Photoreceptor Connecting Cilium
A08.675.650.915.937.670.100........ccccivreeiiireeiieeeiiieeenns Retinal Cone Photoreceptor Cells
A08.675.650.915.937.670.237 ....eeveeiiiiieeiiie e Retinal Photoreceptor Cell Inner Segment
A08.675.650.915.937.670.375....cccoeeiiiiiiiiiieieeeeeee Retinal Photoreceptor Cell Outer Segment
A08.675.650.915.937.670.375.500........cceierieieiaiiieiieceeieae Rod Cell Outer Segment
A08.675.650.915.937.670.650........cccccvvreeiiieeeiieeeiiieeanns Retinal Rod Photoreceptor Cells
A08.675.650.915.937.670.650.650........cccierieieiiaiiiiieiceaeene Rod Cell Outer Segment
A08.675.650.915.968........cccccvveiiiiieeiiieeesiieeens Thermoreceptors
A08.675.655.......cccceiiiiiii Neurons, Efferent
A08.675.655.500........cccccuiiiiiiiiiiiiiiiee Motor Neurons
A08.675.655.500.050.........cccviiiiiiiiiiieiie e, Anterior Horn Cells
A08.675.655.500.525...........ccooiviiiiii Motor Neurons, Gamma

A08.675.703 ... Neuropil
A08.675.703.550.....ccccciiiiiiiiiieeeiiiiiieeee e Neuropil Threads

A08.B75.712. e Nissl Bodies
A08B.675.748.......ooveeiiieeeeeeeee Nitrergic Neurons

A08B.B75.784 ..o Purkinje Cells

A08.675.790........oeeiiieiiiieie e Pyramidal Cells

A08.675.895.......coiiiiiiiie e Serotonergic Neurons

ADB.713. e Neurosecretory Systems
A08.713.049...iiiiiee e Circumventricular Organs
A08.713.049.500.......cccccveireeieieeieeeeen Area Postrema
A08.713.049.750......ccciiiiiiiiiiiccieeeeeee Median Eminence

A08.713.049.875.....cceiiiiiiiiiiiieeeeeee Pituitary Gland, Posterior
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A08.713.049.937 ..c.eviiiiiiiieeeeee e Subcommissural Organ
A08.713.049.968........cooiiiiieeiieeiiiee e Subfornical Organ
A08.713.100.....cueeeeeiiee e Corpora Allata
A08.713.228....ieeeeeeee e Glomus Tympanicum

A08.713.357 ..o Hypothalamo-Hypophyseal System
A08.713.357.500.......cccuiiiiiiiiiiiciiieieesee Median Eminence
A08.713.357.750.....cocieiiiiiiireeeeee e Pituitary Gland
A08.713.357.750.500.......cceuerueieieieieiieienieeieeas Pituitary Gland, Anterior
A08.713.357.750.500.500........cccemermeeeinininiearerenns Corticotrophs
A08.713.357.750.500.750......cuceeieeririieieiaieaeeaieeieens Gonadotrophs
A08.713.357.750.500.812.....ccueeuireiriiieieiniireererces Lactotrophs
A08.713.357.750.500.937 .....ceveiiiiiieeiiiee e Somatotrophs
A08.713.357.750.500.968........cccervirieiiininiiriarerenns Thyrotrophs
A08.713.357.750.750........ceiiiiiiiiieeiiieeeee e Pituitary Gland, Intermediate
A08.713.357.750.750.500........cccccireeeiiieeeiieeeeiieee s Melanotrophs
A08.713.357.750.875....c.eeeiiiieeiieeeeeeeeee Pituitary Gland, Posterior
A08.713.733..ciieeeeee Pineal Gland

A08.800........eeeeiiiieeiieie e Peripheral Nervous System
A08.800.050........cceeiirieiieieiiieeeiieeeee Autonomic Nervous System
A08.800.050.050........cceeiiereeiiiae e Autonomic Pathways
A08.800.050.050.050........cccommreeririeaiiiieeiieeeeens Autonomic Fibers, Postganglionic
A08.800.050.050.050.700........ccemiumeeaieieaaiiieeeiieeaies Parasympathetic Fibers, Postganglionic
A08.800.050.050.050.800........cccrcumreerrrreaiiireeeiieenins Sympathetic Fibers, Postganglionic
A08.800.050.050.060........cccemmereiiieeaiiieeaiieeeanes Autonomic Fibers, Preganglionic
A08.800.050.050.150.......cceerririeieciieiiniericnrenes Celiac Plexus
A08.800.050.050.275.......ceiuiiiieieieeeieeie e Facial Nerve
A08.800.050.050.337....uvvieririeeiiiieeiiiee e Glossopharyngeal Nerve
A08.800.050.050.400........cccemmeeaiiiiaaiiieeaiieeeaees Hypogastric Plexus
A08.800.050.050.500.........cccommreeririeeiiiieeieeeeene Myenteric Plexus
A08.800.050.050.650.........cccuvriiiiiiiiiieiic e Oculomotor Nerve
A08.800.050.050.800........ccummeeeeeieiiiiiiereeee s Splanchnic Nerves
A08.800.050.050.850.......cccueruereeeieeiaieeienienieeas Submucous Plexus
A08.800.050.050.925.........ccoiiiiiiiiieeiieeeeeee Vagus Nerve
A08.800.050.050.925.450........ccceimeeiiiiiaiiiieeaiieeees Laryngeal Nerves
A08.800.050.050.925.450.700........cccmcumremiirieaiieenirieennes Recurrent Laryngeal Nerve
A08.800.050.050.925.550........ccemueririeieiniaiiaieaieens Nodose Ganglion
A08.800.050.150.....ccccureereerieieiieiie e Enteric Nervous System
A08.800.050.150.500.......cuceuerueeeeeeeeeienienieneeeas Myenteric Plexus
A08.800.050.150.750......cccccveeeiieieiieieceeeene Submucous Plexus
A08.800.050.300........cccceiiiiiiiiiiiiiiiiie Ganglia, Autonomic

A08.800.050.300.250........cccommreeririeeiiiieniieeeene Ganglia, Parasympathetic
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A08.800.050.300.300......c..ccmiureririeiieiieeniee e Ganglia, Sympathetic
A08.800.050.300.300.800........ccemueeeienieriaieaieaienieens Stellate Ganglion
A08.800.050.300.300.850......ccuuemureeriiaiiieeieeiieeieeenns Superior Cervical Ganglion
A08.800.050.600........cceemuereaiiiaeiiieea e Parasympathetic Nervous System
A08.800.050.600.149.......coeiiririeiieieeecreee Facial Nerve
A08.800.050.600.300........cccemmeaeiireaaiiieeaiieeeaees Ganglia, Parasympathetic
A08.800.050.600.387.......oeeeriirreeriiieeiiiieeiieeeeie Glossopharyngeal Nerve
A08.800.050.600.475........ccoiuiiiiiiieiiieie e Oculomotor Nerve
A08.800.050.600.650.........ccocvreeririeaiiiieniieeeene Parasympathetic Fibers, Postganglionic
A08.800.050.600.825.......ccccerueieieieieiieiene e Vagus Nerve
A08.800.050.600.825.450.........ccocvreeiirieaiiiieiiieenns Laryngeal Nerves
A08.800.050.600.825.450.700........ccemureeaiireaaiieeaiieeeaiees Recurrent Laryngeal Nerve
A08.800.050.600.825.550.........cccrcumieeiirieiiiiieiiieenns Nodose Ganglion
A08.800.050.800........cceemuereeiieaeiiieeanieeeaes Sympathetic Nervous System
A08.800.050.800.300........cccmureririeieeiieeniee e Ganglia, Sympathetic
A08.800.050.800.300.800........ccemuerurirmeerinieaieaienieens Stellate Ganglion
A08.800.050.800.300.850......cccuemmreemieeiiieeiienieeieenns Superior Cervical Ganglion
A08.800.050.800.800........cccemmeeeiireaaiiieeaiieeaanees Splanchnic Nerves
A08.800.050.800.900.........cccommreeririeeiiiieeiieeeeens Vasomotor System
A08.800.050.800.900.700.......cccemiureeeiireeaiieeaeiieeanes Pressoreceptors
A08.800.350.....c..ceeiieiiieiieeiee e Ganglia, Sensory
A08.800.350.340.....c.ccieieiiiiieeieeeeee e Ganglia, Spinal
A08.800.350.380.....ccccuuiereeririeiieiie e Geniculate Ganglion
A08.800.350.550........cceimiireeiiiae e iieeeaas Nodose Ganglion
A08.800.350.800......cccuuimreerieiaiieiieeieeniieene Spiral Ganglion
A08.800.350.850........ccemmieraaiiiaeiiiee e Trigeminal Ganglion
A08.800.550........cccemiriiiiiieiiiee e Nerve Endings
A08.800.550.550.......ccueiiiiiiiiiieiiieiee e Neuroeffector Junction
A08.800.550.550.550.........cccceeiiriiiiiiiiiiciiee Neuromuscular Junction
A08.800.550.550.550.500........cccmuermrrieieniniiaieaienieens Motor Endplate
A08.800.800.......ccumeeeeeeeeieiiiiieee e Peripheral Nerves
A08.800.800.060........cceemuereeiriaeiiieaaiieeeans Autonomic Pathways
A08.800.800.060.050........cccommreeririeaiiiieniieeeene Autonomic Fibers, Postganglionic
A08.800.800.060.050.700........cccmiumeeaiiireaiieeeaiieeanes Parasympathetic Fibers, Postganglionic
A08.800.800.060.050.800.........cccrmumremririeaiiirenirieenins Sympathetic Fibers, Postganglionic
A08.800.800.060.060........cccemuereiiieaaiiieeaiieeaanes Autonomic Fibers, Preganglionic
A08.800.800.060.150.......ccerrririeieeieiiriericnrenes Celiac Plexus
A08.800.800.060.275.......ccceuereeieeeeeieieeienienieeas Facial Nerve
A08.800.800.060.337......cuvverirreeriiieeiiiee e Glossopharyngeal Nerve
A08.800.800.060.400........cccemmereiiieaaiiieeaiieeeaees Hypogastric Plexus

A08.800.800.060.500..........ccommreeririeaiiiieniieeeene Myenteric Plexus
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A08.800.800.060.650...........ccoevvriiiiiiiiiiriieeen, Oculomotor Nerve
A08.800.800.060.800........cccemmereiireaaiiieaaiieeaanees Splanchnic Nerves
A08.800.800.060.840..........ccoeviiiiiiiiiiiiriiee, Submucous Plexus
A08.800.800.060.920.......cceeruereieeeiieienienienieneas Vagus Nerve
A08.800.800.060.920.450........cccrimreimirieaiiieeiiieenns Laryngeal Nerves
A08.800.800.060.920.450.700........ccmiureeaiireaaiieeaiieeeaaees Recurrent Laryngeal Nerve
A08.800.800.060.920.550.........cccriumieeririeaiiieeeiieenns Nodose Ganglion
A08.800.800.090.......cceemriiriiiiieiiieieesiee Blood-Nerve Barrier
A08.800.800.120......ccccoeeeereeieieeieeeeeene Cranial Nerves
A08.800.800.120.030.....c.ccueeuereeeeeeieieeieeienieneeea Abducens Nerve
A08.800.800.120.060........cccvrirrieieeiieeiie e Accessory Nerve
A08.800.800.120.250.......ceeuereeeeeeeeieieeienienieeas Facial Nerve
A08.800.800.120.250.120......ccueerureeriieiieeiee e Chorda Tympani Nerve
A08.800.800.120.250.280.......cccemureeaiiieeaiieeeeiiee s Geniculate Ganglion
A08.800.800.120.290......c..eeiiiiiiieiieiieeniee e Glossopharyngeal Nerve
A08.800.800.120.330.......ueeeeiieeeiiieeeiieeeeieee s Hypoglossal Nerve
A08.800.800.120.600........c.cceeveereeeeieeieieeeenene Oculomotor Nerve
A08.800.800.120.640.......cceueruerireeieieiinieneeienea Olfactory Nerve
A08.800.800.120.680.......c.ccuerverieiieiieiirienienienes Optic Nerve
A08.800.800.120.680.600........ccceeerueiemieriniiiieaieieeens Optic Chiasm
A08.800.800.120.680.660.........ccrverueieieiiriiiriarerenns Optic Disk
A08.800.800.120.760........ccemireaaiiieeaiiieeaiieeeees Trigeminal Nerve
A08.800.800.120.760.500........cccervermereeieiiniiriarerenens Mandibular Nerve
A08.800.800.120.760.500.450.......c.cccerrererrieeaniaiinienieeeneas Lingual Nerve
A08.800.800.120.760.550........ccceruerueieieiniiiriarenrenns Maxillary Nerve
A08.800.800.120.760.650........cceruererienieiaieieeaienieens Ophthalmic Nerve
A08.800.800.120.760.825.......ccoeeirieiieiiieiie s Trigeminal Ganglion
A08.800.800.120.800........ccccureiiiiiieiiieiee e Trochlear Nerve
A08.800.800.120.900........cceiuieirieieeiieeniee e Vagus Nerve
A08.800.800.120.900.450........cceiiureeaiiiieaiiieeeiieeeies Laryngeal Nerves
A08.800.800.120.900.450.700........cccmierrririieiieaieesieeee Recurrent Laryngeal Nerve
A08.800.800.120.900.550........ccerurreeienieriaieaieaienieens Nodose Ganglion
A08.800.800.120.910......ccoerieeiiieieneeeeceeeene Vestibulocochlear Nerve
A08.800.800.120.910.120.....ccueeeeierieieieieie e Cochlear Nerve
A08.800.800.120.910.120.800.......ccrervreeeerreiiriirienreeenas Spiral Ganglion
A08.800.800.120.910.900........ccerueririeieinieieesienieens Vestibular Nerve
A08.800.800.690.......c.ccceeveireieieieeeeen Schwann Cells
A08.800.800.690.500.......c.ceueruereeeeeierenienienieneas Myelin Sheath
A08.800.800.690.500.550........ccccruemeeeieiiniiniiarennenns Neurilemma
A08.800.800.690.500.700........cccemuerereeieiaieaieaienieens Ranvier's Nodes

A08.800.800.720.....cccceeeiiiiiiieeeeiiiiiieeaee e Spinal Nerves
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A08.800.800.720.050.......cccerririeiieieiinierieniene Brachial Plexus
A08.800.800.720.050.500........cccemererieieririeaieaienieens Median Nerve
A08.800.800.720.050.540........cccccuiiiiiiiiiiiiiiiieiees Musculocutaneous Nerve
A08.800.800.720.050.700........cccereeeieieiaieaieaieeieens Radial Nerve
A08.800.800.720.050.850........cceruermemieiieiiniiirearenneees Ulnar Nerve
A08.800.800.720.150....c..cueeuereeeeeeieieieeienienieeas Cervical Plexus
A08.800.800.720.150.700........cccemermeeeieiriirearereens Phrenic Nerve
A08.800.800.720.450........ccociiiiiiieiiiee e Lumbosacral Plexus
A08.800.800.720.450.250........cccemuirmeieieiniiiriarerenens Femoral Nerve
A08.800.800.720.450.600........cccemerurieieiaiiaieaienieens Obturator Nerve
A08.800.800.720.450.680........ccccrvermeieieiiniiiriarerenens Pudendal Nerve
A08.800.800.720.450.760........ccceruereeieierinieaieaieneeens Sciatic Nerve
A08.800.800.720.450.760.640.........c.cceeeruereeiririricnieeenns Peroneal Nerve
A08.800.800.720.450.760.820.......cccerverereeearinieaienieeeneas Tibial Nerve
A08.800.800.720.450.760.820.820........cccruereiriiirinrirereriene Sural Nerve
A08.800.800.720.725........cciiiiieiiieaeiee e Spinal Nerve Roots
A08.800.800.720.725.150......c.ccireireeieieiriiareareereens Cauda Equina
A08.800.800.720.725.350......c0ccereeieienieiinieaieaieeeeens Ganglia, Spinal
A08.800.800.720.800.........cccceriiriiiiiiiieiie e, Thoracic Nerves
A08.800.800.720.800.350.......ccceeruuieiieiiieiie e Intercostal Nerves
A08.800.950........ceeiiiiiiieiiieiee e Sensory Receptor Cells
A08.800.950.500........cceemuereaiiiaeiiiee e Chemoreceptor Cells
A08.800.950.500.530.......c.cuvmeireeeieiiiiiieaee e e Neuroepithelial Cells
A08.800.950.500.530.550......c.ccemuereeieieriniiaiesienieens Neuroepithelial Bodies
A08.800.950.500.540.....c..ccciiriiiieiieiieeiie e Olfactory Receptor Neurons
A08.800.950.500.600........cccemuereiireaaiiieeaiieeeaees Paraganglia, Nonchromaffin
A08.800.950.500.600.050........ccccrvermeeeiriiniinrearennenes Aortic Bodies
A08.800.950.500.600.150........ccerurreeieieinieaieaieneeens Carotid Body
A08.800.950.500.600.350........cccrcumiemririeaiiirieirieeens Glomus Jugulare
A08.800.950.500.600.360........ccceiumeeeiiiiaaiiieaaiieeaes Glomus Tympanicum
A08.800.950.500.800.......c.ccemremririreieeiinienienrena Taste Buds
A08.800.950.750........cceeiiireaiiiae e Mechanoreceptors
A08.800.950.750.300......c..cceiieirieiieiieeiee e Golgi-Mazzoni Corpuscles
A08.800.950.750.425.......ccooiiiiiiiieieeee e Merkel Cells
A08.800.950.750.500.........cumeireeeieiiiiiieiee e Muscle Spindles
A08.800.950.750.600.......ccceruereeereeieieeienieeieneas Neuroepithelial Cells
A08.800.950.750.600.350........cccemuimeieieiiniiniearerenees Hair Cells, Auditory
A08.800.950.750.600.350.350......ccccuerrerereeneeninienienieeenea Hair Cells, Auditory, Inner
A08.800.950.750.600.350.365.......coccererrieeeiniiniinienieieaas Hair Cells, Auditory, Outer
A08.800.950.750.600.675......cccereerieieieiaiaieaienieens Hair Cells, Vestibular

A08.800.950.750.700.......c.ccumeereeeeeiiiiiieaee e e Pacinian Corpuscles
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A08.800.950.750.750......cccuumeieeeeieiiiiieaee e Pressoreceptors
A08.800.950.750.780........cceiiriraiiiiaeiiiee e Pulmonary Stretch Receptors
A08.800.950.875.....ccceeiiiiiiiieeesiiiieee e Nociceptors

A08.800.950.937 ... Photoreceptor Cells
A08.800.950.937.650.........cumiiieeeieiiiiiiiaee e Photoreceptor Cells, Invertebrate
A08.800.950.937.670........ceeiiieeiiiiieaiiiee e Photoreceptor Cells, Vertebrate
A08.800.950.937.670.049......ccceiiiiiiiiiiieie e Photoreceptor Connecting Cilium
A08.800.950.937.670.100........ceeiireeaiiieeaiieeeeiiee e Retinal Cone Photoreceptor Cells
A08.800.950.937.670.237.....evveiiiieeeiiiieeieee e Retinal Photoreceptor Cell Inner Segment
A08.800.950.937.670.375......ceeiiiiieeiiieeeiee e Retinal Photoreceptor Cell Outer Segment
A08.800.950.937.670.375.500.......ccccemurruereeiririinienieienas Rod Cell Outer Segment
A08.800.950.937.670.650........ccciimieaiiiiaaiiieeaiieees Retinal Rod Photoreceptor Cells
A08.800.950.937.670.650.650.........cccerurrvereeiririinicnieeenas Rod Cell Outer Segment
A08.800.950.968........cceeiuiieiiiiaeiiiee e Thermoreceptors
A0B.850......cccuieiiiiiieiie e Synapses

A08.850.180...ccuueeeeiiiieeieee e Electrical Synapses
A08.850.550........ccccviiiiiiiiiiie e Neuroeffector Junction
A08.850.550.550.......ccuiiiiiiiiiiieiiieee Neuromuscular Junction
A08.850.550.550.500.......c.ccemremririeeieriinieniennennes Motor Endplate
A08.850.700........ceeeiieieaiiiae e Presynaptic Terminals
A08.850.700.500......ccccceiiiriiireeesiiiiiiieeee e Mossy Fibers, Hippocampal
A08.850.800........ceeeiieieaiiiieeiiee e Synaptic Membranes
A08.850.800.500........cccemmrreririeiiiiieeiieeeens Post-Synaptic Density
A08.850.840........ceiiiiiiiaiiieeee e Synaptic Vesicles
A9 Sense Organs

A09.246.....ceiiiiiiee e Ear

A09.246.272.......ooeiiiiiiic Ear, External

A09.246.272.197 .o Ear Auricle
A09.246.272.396........cveiiiiriirireeeeee e Ear Canal
A09.246.272.549.....coiiiiiieeee e Ear Cartilage
A09.246.272.702........oeeiieeeeecceeeeeeeee Tympanic Membrane
A09.246.397...c.iiiieieieeeee Ear, Middle

A09.246.397.247 ..o Ear Ossicles
A09.246.397.247.362....c..ceeieeeeeeeee e Incus
A09.246.397.247.524.......cooeiiiieee e Malleus
A09.246.397.247.806.......ceeueeeeieieieieeeie e Stapes
A09.246.397.369.......ccceiiiiiiiiiie e Eustachian Tube
A09.246.397.400........ccoiiiieeiiee e Glomus Tympanicum

A09.246.397.727 ..o Stapedius
A09.246.397.749.......ooiiiiiieieeeee e Tensor Tympani

A09.246.631 ... Ear, Inner
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A09.246.631.246........ccocveiiiririceee Cochlea
A09.246.631.246.125.....coiiiiiiiiiece Basilar Membrane
A09.246.631.246.280........cccccueeeirieeeiiieeeiieeeenns Cochlear Aqueduct
A09.246.631.246.292.......ccciiiiiiieeee e Cochlear Duct
A09.246.631.246.292.876.........cceeeecrieeecieecieeeeen Stria Vascularis
A09.246.631.246.292.938.........cooeiiiiiiiiiiees Tectorial Membrane
A09.246.631.246.577 ....c.oceveeiieeieeee e Organ of Corti
A09.246.631.246.577.325.....ccueiiiiiiieeeee e Hair Cells, Auditory
A09.246.631.246.577.325.315....cciveiiiiiieeee e Hair Cells, Auditory, Inner
A09.246.631.246.577.325.380....c.ccucierieieieieiieeeieie e Hair Cells, Auditory, Outer
A09.246.631.246.577.543......ccciiieeieieee e Labyrinth Supporting Cells
A09.246.631.246.814...c.ociieiieeecee e Round Window, Ear
A09.246.631.246.848........oooeiiiiiiieiieee e Scala Tympani
A09.246.631.246.874.....c..coieeeeeee e Scala Vestibuli
A09.246.631.246.900.........ccciiiiiiiieiiieiee e Spiral Ganglion
A09.246.631.246.930.......ccciriiieieieeeeee e Spiral Lamina
A09.246.631.246.965.........cccviiiieieiieee e Spiral Ligament of Cochlea
A09.246.631.455.....c..ciiieiieieeee e Labyrinthine Fluids
A09.246.631.663.......ccccveeeeeeeeeeeeen Semicircular Canals
A09.246.631.663.500.........cccviiiiiiiiiiiciee e, Semicircular Ducts
A09.246.631.663.500.500........ccccmirmiieieiriiiriarirens Hair Cells, Ampulla
A09.246.631.909.....c.cciiiiiiiiiieeeee e Vestibule, Labyrinth
A09.246.631.909.557......ocviiiiiiiiiiicieee e Oval Window, Ear
A09.246.631.909.625.........ccciiiiiiiiiiicee Saccule and Utricle
A09.246.631.909.625.125.......c.cciiiieiiciecieeee e Acoustic Maculae
A09.246.631.909.625.125.340......cccieiiiieeieieieiieeeienas Hair Cells, Vestibular
A09.246.631.909.625.125.680.......ccccervirveieieirinienieenes Otolithic Membrane
A09.246.631.909.957 ......ocuiiuiiiiiiieeee e Vestibular Aqueduct
A09.246.631.909.957.360........ccceruiriereiiriniirinreirens Endolymphatic Duct
A09.246.631.909.957.360.707....c.ccveiveiieieieieieeeiee e Endolymphatic Sac
A09.37 1 Eye
A09.371.060........eeeaiiiieaiieeeiee e Anterior Eye Segment
A09.371.060.067......ccoooveiieeieeeeeee e Anterior Chamber
A09.371.060.067.070........ceeiiiieiiiiieeiiieeeiee e Aqueous Humor
A09.371.060.067.318......coeiieeiiieieeeeeceeeene Endothelium, Corneal
A09.371.060.160.....c..cieieiieiieiieieeeeeie e Ciliary Body
A09.371.060.200......cccmiereeieiiiieiieeieesiene Conjunctiva

A09.371.060.217 .o Cornea

A09.371.060.217. 113 Bowman Membrane
A09.371.060.217.228.....c..oiiiiiiiiiiieiieee e Corneal Stroma

A09.371.060.217.27 1 .ccceeeeeee e Descemet Membrane
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A09.371.060.217.318.....ccviieeiiiieeeeece e Endothelium, Corneal
A09.371.060.217.325....c.cciieeiieieieeeeee e Epithelium, Corneal
A09.371.060.217.659......ccocoiiiiieeeeeceeee Limbus Corneae
A09.371.060.450........cceieiiiiiieieeee e Iris
A09.371.060.450.780.......cccevmriririieieeniinieniena Pupil
A09.371.060.500........cccmmuireaiiiaeiiieeeiiieeeas Lens, Crystalline
A09.371.060.500.155.....c..ciiiiiiiieieeiiece e Lens Capsule, Crystalline
A09.371.060.500.155.500.......ccccmiumeeaiiiieaiiieeeiiee e Posterior Capsule of the Lens
A09.371.060.500.225.........ccouiiiiiiiieiieeee e Lens Cortex, Crystalline
A09.371.060.500.670........cccceeiriiiiiiiiii Lens Nucleus, Crystalline
A09.371.060.932......ccooiiiiieeceee e Trabecular Meshwork

A09.371.067 e Anterior Capsule of the Lens
A09.371.199...ciiiie Axial Length, Eye

A09.371.337 it Eyelids
A09.371.337.168.....ceeieiiiiiiieieieeeeeee e Conjunctiva
A09.371.337.338..c.ccieieiieieeeeeee e Eyelashes

A09.371.337.614 ..o Meibomian Glands
A09.371.4683.....iieieeee e Lacrimal Apparatus
A09.371.463.640......cccccviiieieieeeeeeeen Nasolacrimal Duct
A09.371.613....ciiii e Oculomotor Muscles
A09.371.670....cciiiiiieiieeieee e Pigment Epithelium of Eye
A09.371.670.500........cceimiereiiiieeiiiee e Retinal Pigment Epithelium

A09.371.714 i Posterior Eye Segment
A09.371.714.500........cceiiiiiiieeeee e Vitreous Body
A09.371.729..ciiiiiiieiiieee Retina
A09.371.729.055......ccciiiiiiiiicee Blood-Retinal Barrier
A09.371.729.313..eceeeee e Fundus Oculi
A09.371.729.522.....cooiiiiiieeeee e Macula Lutea
A09.371.729.522.436......ccocovieiiieeeieeceeen Fovea Centralis
A09.371.729.690.....c.cciieieieiiiieeeee e Optic Disk

A09.371.729.831 ..o Retinal Neurons
A09.371.729.831.500........ccoiiiiiiiiieiiicee e Amacrine Cells
A09.371.729.831.625........cciiiiieeiiee e Photoreceptor Cells
A09.371.729.831.625.660........ccceiumeeaiiiieaiieaeieeees Photoreceptor Cells, Invertebrate
A09.371.729.831.625.670........ccceiieeeiiieeeiieeeeiiee s Photoreceptor Cells, Vertebrate
A09.371.729.831.625.670.049........cooiiiiiiiiiieaiiee e Photoreceptor Connecting Cilium
A09.371.729.831.625.670.100........cccciireeiiireeiieeeiiieeenns Retinal Cone Photoreceptor Cells
A09.371.729.831.625.670.237 ..eveeeiiiieeeiiie e Retinal Photoreceptor Cell Inner Segment
A09.371.729.831.625.670.375....ccceeeiiiiieiiiiee e Retinal Photoreceptor Cell Outer Segment
A09.371.729.831.625.670.375.500.......ccceiuerieieiiaiiaiiieiceene Rod Cell Outer Segment

A09.371.729.831.625.670.650........cccccvveeeiiieeeiieeeiieeeanns Retinal Rod Photoreceptor Cells
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A09.371.729.831.625.670.650.650........cccrveveieiiriiirirereineene Rod Cell Outer Segment
A09.371.729.831.750....c.cceeueeeeieieeieeee e Retinal Bipolar Cells
A09.371.729.831.875....ccoeiiieiiieee e Retinal Ganglion Cells
A09.371.729.831.937 ..ot Retinal Horizontal Cells
A09.371.729.887.....eeeiiiiiiiiiieeeeeeeee Retinal Pigment Epithelium
A09.371.784 .. Sclera

A09.371.839...ccciieeee e Tenon Capsule

A09.371.894 ..ot Uvea
A09.371.894.030......c.ccceeiiireeieeeciiee e Blood-Aqueous Barrier
A09.371.894.223.....c.cciiiiieeeeee e Choroid
A09.371.894.223.250......cccccvieiirieeiieeceeen Bruch Membrane
A09.371.894.280.....c.cciieieiiiiieieeeee e Ciliary Body
A09.371.894.513....ciiiiiiicceee e Iris
A09.371.894.513.780....c.ccviueeeieiiieieeee e Pupil

A09.531 .. Nose

A09.531.623....iiiiiii e Olfactory Mucosa
A09.531.623.580......cccuiiiiiiiiiiieiieeiee e Olfactory Receptor Neurons
A09.531.940......oiiiiiiiieeeee e Vomeronasal Organ
A09.846........ccooeiiiiiii Taste Buds
A0 Tissues

AT10.082....ceiiiiiiiieee e Body Fluid Compartments
A10.082.500........ccemiiiieiieaeeiiee e Extracellular Space
A10.082.750......c..ceeeiiieeeiee e Intracellular Space
A10.165...iii Connective Tissue

A10.165. 114 oo Adipose Tissue
A10.165.114.322.....cccoee Adipose Tissue, Brown
A10.165.114.830....cccuieeiiireeiee e Adipose Tissue, White
A10.165.114.830.500.......cceereirieieieieeeienerienea Abdominal Fat
A10.165.114.830.500.500........ccceruermereeirininrenrerenens Intra-Abdominal Fat
A10.165.114.830.500.750.......ccoeiiiiiiiiiieiieiieeiies Subcutaneous Fat, Abdominal
A10.165.114.830.750......cccceieiiieeceeeeceeeen Subcutaneous Fat
A10.165.114.830.750.500........ccceouiiiiiiiiiiiiiieeies Subcutaneous Fat, Abdominal
AT10.165.189...cciiiiiiiieiiiccee Adventitia
A10.165.265.......cooeiiiiiiiiicee Bone and Bones
A10.165.265.166.......ccccveeieeeceeeceeen Bone Matrix
A10.165.265.183......niiiiiiieeie e Bone-Implant Interface
A10.165.265.200......ccc0imirieiiieiieiieeieeseeene Bony Callus
A10.165.265.507...ccuueeeeiieieeiiie e Haversian System
A10.165.265.746.......cccoveieeeeeeeeeeen Periosteum
AT10.165.382...c.ciiiiiiicieiiiieeeee Cartilage

A10.165.382.300......cccuierieriiiiieiieeieesieene Elastic Cartilage
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A10.165.382.350.....ccccmiiriiiiiiiieiie e Fibrocartilage
A10.165.382.350.200.......cceuerueeeerieieienienienieeas Palmar Plate
A10.165.382.350.400.......cccccumimririreneiiniinienena Plantar Plate
A10.165.382.350.800........cccimmieaiiiieaiiieeeiieeeee Triangular Fibrocartilage
A10.165.382.400......cccceimimiiiiiiiieiieeieesieene Hyaline Cartilage
A10.165.400.......ccociiiiiiiiiiiic e Elastic Tissue
A10.165.450......ccciiiiiiiiiieeeee Granulation Tissue
A10.165.450.300........cceieiiiiriiieeeeeeee e Cicatrix
A10.165.450.300.125.......cciiiiieeeciee e Cicatrix, Hypertrophic
A10.165.450.300.425.......ccociiiiiiieieeee e Keloid
A10.165.450.300.425.125......c.ccciiiiriiiieiiiiesreees Acne Keloid
A10.165.887 ... Subcutaneous Tissue
A10.165.970....cciiiiiiiiiieiee e Wharton Jelly

AT0.272 i Epithelium
A10.272.220.....ccciiiiiiiieiee e Basement Membrane
A10.272.220.250......cccciiiiiiiiiceeee Bruch Membrane
A10.272.497 .o Endothelium
A10.272.491.318.. e Endothelium, Corneal
A10.272.491.332..cceeiiiiiiieeee Endothelium, Lymphatic
A10.272.491.355... oo Endothelium, Vascular
A10.272.491.677 oo Pericytes

AT10.272.497 ..ot Epidermis
A10.272.497.500........ccceiiiiiiiriirieeeeeee e Hair Follicle
A10.272.510....cccc Epithelium, Corneal
A10.272.640.....ccciiiieiiiiiiiee e Pigment Epithelium of Eye
A10.272.700......eeieiiieeeee e Seminiferous Epithelium
A10.272.850......cciiiiiiieiiieeieeeee Urothelium
A10.336..cceeiiiieiiiiiee Exocrine Glands
A10.336.095......cccciiiiieee e Bartholin's Glands
A10.336.197 ..o Bulbourethral Glands
A10.336.422.......eeieeieeeee e Lacrimal Apparatus
A10.336.482......ccccoieeiii Mammary Glands, Animal
A10.336.532....ccciiiiiiiiiee Mammary Glands, Human
A10.336.645........cccceiiiiiii Pancreas, Exocrine
A10.336.707.....occiiieiiiieieeeee e Prostate
A10.336.779..ccciieeee e Salivary Glands
A10.336.779.464........ccoeiiiiiiiieee e Parotid Gland
A10.336.779.640.....ccieiiiiiiieeeeece e Salivary Ducts
A10.336.779.650......cccuiiriiiiieiieiieeeesiene Salivary Glands, Minor
A10.336.779.687 ..c.ceeeeeieeeeee e Sublingual Gland

A10.336.779.812..cccceeeeeeeeeeee e Submandibular Gland
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A10.336.779.906.......cccveeiieeeieeeeeeee von Ebner Glands
A10.336.827 ... Sebaceous Glands
A10.336.827.600.......cccceevirrieieeieceeene Meibomian Glands
A10.336.899......cciiiiiieiiieeeeee Sweat Glands
A10.336.899.206........cccceuereeiiieeiiieeeiieeeens Apocrine Glands
A10.336.899.480.......cccuiiiiiiriiiiiiiiieee e Eccrine Glands
A10.549..iii Lymphoid Tissue
AT10.549.100......cciiieieieereeeeeee Adenoids

A10.549.175. o Bursa of Fabricius
A10.549.400......cccooieieiiiieeeeee Lymph Nodes
A10.549.400.500.......cccccveieiriiieiieeeeeen Germinal Center
A10.549.400.500.200.......cceeruerreeeeeeeieeienieneeeas Dendritic Cells, Follicular
A10.549.580......ccciiiiiieiiieeeeee Palatine Tonsil
A10.549.600........ccemiiiiiiiieeiee e Peyer's Patches
A10.549.700.......c.cceeiiieeiiee e Spleen
AT10.549.750......ccciiiiieiiiieeeeeeee Thymus Gland

A10.615.. e Membranes

A10.615.179. o Basement Membrane
A10.615.179.124 ..o Basilar Membrane
A10.615.179.250......ccciiiiiiiiiiiciceeeee Bruch Membrane
A10.615.179.437 ..o Descemet Membrane
A10.615.179.625.......cciiiiiiiiiiieee Glomerular Basement Membrane
A10.615.284. ... Extraembryonic Membranes
A10.615.284.147 .o Allantois

A10.615.284.277 ..o Amnion
A10.615.284.375......ccciiiiiiiiiiccieee Chorioallantoic Membrane
A10.615.284.473 ... Chorion
A10.615.284.473.200.......cccceiiaieieeieeeeeeeieeas Chorionic Villi
A10.615.284.981.....coiiiiiiiiiccceeeee Yolk Sac
A10.615.550.....ccciiiiiiiiiiiiiice Mucous Membrane
A10.615.550.291.....cccviiiiiiiee e Gastric Mucosa
A10.615.550.291.150....c.cceeueieiieieieieeee e Chief Cells, Gastric
A10.615.550.291.162......ccocoiiiiiieeeeeceeene Enterochromaffin Cells
A10.615.550.291.300........cceiiiieaiiiiaeiiiee e Gastrin-Secreting Cells
A10.615.550.291.650.......ccccvvvviiiiieieieceeene Parietal Cells, Gastric
A10.615.550.291.825........ciiiiiiiiiiieeee e Somatostatin-Secreting Cells
A10.615.550.368........cccevriiriinririeeeeee e Hymen
A10.615.550.444.......ccoiiiiiiiiiiiiiee Intestinal Mucosa
A10.615.550.444.290........cccciiiiiiiiiiiieie e Enterocytes
A10.615.550.444.327 .o Goblet Cells

A10.615.550.444.700........ccccooiiiiiriniiiiriee Paneth Cells
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A10.615.550.599......ccccviiiieeee Mouth Mucosa
A10.615.550.760........ccemiiiieeiiieeiiiee e Respiratory Mucosa
A10.615.550.760.520.....c..ccciuriiiiiiieiieeiee e Laryngeal Mucosa
A10.615.550.760.520.320......c0cceiuerieieieinieiesienieene Goblet Cells
A10.615.550.760.600.........cceeveirieieieieceeeene Nasal Mucosa
A10.615.550.760.600.320........cccemrrurrieieiniaieaienieens Goblet Cells
A10.615.550.760.600.640........c.cccveeieeiiiiiiiiiieieenns Olfactory Mucosa
A10.615.550.760.600.640.640........ccccceeeeiiiriaiieiaiiieeas Olfactory Receptor Neurons
A10.615.789.....ccciiiiiiiiiiiieeeee Serous Membrane
A10.615.789.470.....cciiiieiiiieeeeee e Pericardium
A10.615.789.470.500.......cc0ccumrimririeeieiniinienienna Pericardial Fluid
A10.615.789.596.......cceeiiiiiiiiciiiiiee Peritoneum
A10.615.789.736.....coeiiiiiiiniercceeee e Pleura
A10.690......ccoiiiiiiiiiiie Muscles
A10.690.467......ccooieiiieieieeee Muscle, Smooth

A10.690.467.491 ... Muscle, Smooth, Vascular
A10.690.467.500.......ccc0emmmiiiiiiiiiiieeieenieene Myometrium
A10.690.552.......cccciiiiii Muscle, Striated
A10.690.552.500.......cccccveiiiieriiieieieeen Muscle, Skeletal
A10.690.552.500.500.......ccceruerieeeeeierenienienieneas Muscle Fibers, Skeletal
A10.690.552.500.500.600.........ccerveiriiieiiiienieeeene Muscle Fibers, Fast-Twitch
A10.690.552.500.500.700........cccemererreeieiniaienienieeens Muscle Fibers, Slow-Twitch
A10.690.552.500.500.850........cccciveeeirieeaiiieeeiieeannns Sarcoplasmic Reticulum
A10.690.552.500.750.......cccceruerieiiieieinienienieeas Muscle Spindles
A10.690.552.750......cccmieiiiiiiiiieiieeiee e Myocardium
A10.690.552.750.500.......ccccueruerieeeeeieienienieneeeas Myoblasts, Cardiac
A10.690.552.750.570....cccuuiiiiiiiiiiieiieeee e Myocytes, Cardiac
A10.690.552.875.....cccieieiiiieeeeeee e Myofibrils
A10.690.552.875.700.......ccccveveiiieeieeieieeeene Sarcomeres

A10.755. Nerve Tissue
A10.755.260.....ccceiiiiiiiiiiiiiie e Ependyma
AT10.755.503.....cciiiiiieieiiie e Myelin Sheath
A10.755.503.550......cccccveiiiiiiiieeeeeee Neurilemma
A10.755.503.700.......cccuiiiiiiiiiieiiieiee e Ranvier's Nodes
A10.802...ceiiiiiiiiiieee Organoids
A10.810..cciiiiiiiiece Peritoneal Stomata
A10.850.....cciiiiiiiiiiieiee e Surgically-Created Structures
A10.850.200.......ccceiiiiiiiiiieie e Colonic Pouches
A10.850.700......ccccciiiiieiineeieeeee Skeletal Muscle Ventricle
A10.850.710. .. Surgical Flaps

A10.850.710.500........ccccmiereeiiieeiiieeeiieeeens Free Tissue Flaps
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A10.850.710.625......cccviiiiiiiiiieeeeeieesee Myocutaneous Flap
A10.850.710.750.....c.ceeieiiiieeieeeiiiee e Perforator Flap
A10.850.720.....cccuieiiiiiieiiee e Surgical Stomas
A10.850.750.......cccceiiiiii Urinary Reservoirs, Continent
AT Cells

AT1.031 Acinar Cells

AT1.083..ciiiiieeeee e Antibody-Producing Cells
A11.063.438.......eiiieiiiieee e B-Lymphocytes
A11.063.438.450......ccccuimiiiiiiiiieiieeiee e B-Lymphocyte Subsets
A11.063.438.450.300........cccmmmiriiiiiaaiiieeaieeeees B-Lymphocytes, Regulatory
A11.063.438.725......ccoieeiieeeeeeee e Plasma Cells
AT1.086....cceiieiiieeiie e Antigen-Presenting Cells
A11.066.270......cciiiiiiieiiieeeeeee Dendritic Cells
A11.066.270.500........ccemmuereaiiieeiiiee e Langerhans Cells
A11.066.275......cciiiiiiieieeeeeeee Dendritic Cells, Follicular

AT A8 i Blood Cells
AT11.118.188...ceeeeeee Blood Platelets
A11.118.290...ccciieie e Erythrocytes
A11.118.290.270.....cceiiiiiieiiieiieeeeeesee Erythrocyte Membrane
A11.118.290.330. ... Erythrocytes, Abnormal
A11.118.290.330.100.....cueeiiieirieieeiieeiee e Acanthocytes
A11.118.290.330.315. ..o Erythrocyte Inclusions
A11.118.290.330.315.335.....ccuiiiiriiriiieieieceeeeee Heinz Bodies
A11.118.290.330.537 ..o Megaloblasts
A11.118.290.330.802.....c..ceiiiiiiieiieiieeee e Spherocytes
A11.118.290.760........eeeeiiieeieeciieeeeeeee Reticulocytes
A11.118.480....cciiiiiiiiiiiec e Hemocytes

AT1.118.637 e Leukocytes

A11.118.637.415. . oo Granulocytes
A11.118.637.415.120....cociieiiieieeeeee e Basophils
A11.118.637.415.345.......ooiiiieeiceeece e Eosinophils
A11.118.637.415.583 ... Neutrophils
A11.118.637.555......cciiiiiiiiiiiceeeee Leukocytes, Mononuclear
A11.118.637.555.283......cciiiiiiieieieeceee e Cytokine-Induced Killer Cells
A11.118.637.555.283.500.......ccc0emviiiiieiiiiiiiiieeieeas Killer Cells, Lymphokine-Activated
A11.118.637.555.283.750.......ccovveeeeeiieeeeeeeeeeeeee, Monocytes, Activated Killer
A11.118.637.555.283.875......ccciiiiiiiieiiecc e T-Lymphocytes, Cytotoxic
A11.118.637.555.567....c.ccuveueeiieieeieeeie e Lymphocytes
A11.118.637.555.567.537 .....ocvvuiriiiiieieiiieiearerces Killer Cells, Natural
A11.118.637.555.567.537.500.......ccceruereeeeieiaiiienieneeneas Killer Cells, Lymphokine-Activated

A11.118.637.555.567.550.......cc0ciuiiiiiiiiiiiiiiieeieenns Lymphocyte Subsets
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A11.118.637.555.567.550.450........cccviiriiiiiiiieiieeiieee. B-Lymphocyte Subsets
A11.118.637.555.567.550.450.300........cccmeeeieiraiinieieieeanene B-Lymphocytes, Regulatory
A11.118.637.555.567.550.500........cccviirmiiriiaiieiieeiieee T-Lymphocyte Subsets
A11.118.637.555.567.550.500.200........cccrerieierraiinieieeceanene T-Lymphocytes, Cytotoxic
A11.118.637.555.567.550.500.400.........cccrumirrieiieiiienienieenns T-Lymphocytes, Helper-Inducer
A11.118.637.555.567.550.500.400.900.......cc0crereurareieenieieeeeenienns Th1 Cells
A11.118.637.555.567.550.500.400.905..........coeverriririiriecieiniees Th2 Cells
A11.118.637.555.567.550.500.400.915.......ccuiiiiiiiirieieeeeeeiee Th17 Cells
A11.118.637.555.567.550.500.700......c.ccerurirriaiieirieiienieenens T-Lymphocytes, Regulatory
A11.118.637.555.567.562......c.cceieeiiieieiaiiaieaieeiene B-Lymphocytes
A11.118.637.555.567.562.200........cccuiiriiiiiaiieiieenieen B-Lymphocyte Subsets
A11.118.637.555.567.562.200.300........ccccruereeierrriiiriieieeanene B-Lymphocytes, Regulatory
A11.118.637.555.567.562.725.......ccocceriieeicieieinenieen Plasma Cells
A11.118.637.555.567.562.800........ccciiurreiiiiiaaiiiiaiiieeaes Precursor Cells, B-Lymphoid
A11.118.637.555.567.5609.......cc0evviiiiiiiiiiiiiieeies T-Lymphocytes
A11.118.637.555.567.569.200.......cccceruereerieieiaiinienieieneas CD4-Positive T-Lymphocytes
A11.118.637.555.567.569.200.400.........cccrvirrieiieiiieiienieene T-Lymphocytes, Helper-Inducer
A11.118.637.555.567.569.200.400.900........c0crereuearirienieieeeeeeienes Th1 Cells
A11.118.637.555.567.569.200.400.905..........coeviriurnienriicieirieees Th2 Cells
A11.118.637.555.567.569.200.400.915.......coviiiirieiiieeieeeeeeeiees Th17 Cells
A11.118.637.555.567.569.200.700.........0cerurirmiaiieirieieenieenes T-Lymphocytes, Regulatory
A11.118.637.555.567.569.220.......cccceruereerieeeiaiieienieneeneas CD8-Positive T-Lymphocytes
A11.118.637.555.567.569.220.200.........cccrumirrieieeiiieiieneeene T-Lymphocytes, Cytotoxic
A11.118.637.555.567.569.290.......cccceruererririeiaiiiienieeenas Natural Killer T-Cells
A11.118.637.555.567.569.360........cccviirmririiaiieiieeiieee, Precursor Cells, T-Lymphoid
A11.118.637.555.567.569.360.800........cccoerieieuraiiiriieieeanene Thymocytes
A11.118.637.555.567.569.500........ccccuiirmririiiiiiiiieeniieee. T-Lymphocyte Subsets
A11.118.637.555.567.569.500.200........cccrurreeieriaiiireieieeanene T-Lymphocytes, Cytotoxic
A11.118.637.555.567.569.500.400.........cccrumirrieiieirieiienieenes T-Lymphocytes, Helper-Inducer
A11.118.637.555.567.569.500.400.900........c0crereurrrerienienieeeeeienns Th1 Cells
A11.118.637.555.567.569.500.400.905..........coereriirnrinriecieiniines Th2 Cells
A11.118.637.555.567.569.500.400.915.......ccueriiriiiiieaieieeeeeiees Th17 Cells
A11.118.637.555.567.569.500.700.........0ccrmmirrieiieirieiienieenes T-Lymphocytes, Regulatory
A11.118.637.555.567.622.....ccucciieiieieieieiiaieaieeeene Lymphocytes, Null
A11.118.637.555.567.650.......ccccmviiiieiiiiiiiiiieieenns Lymphocytes, Tumor-Infiltrating
A11.118.637.555.652.......cciuiiiiiiieeee e Monocytes
A11.118.637.555.652.500.......c.ccccevimmieiiiiiiiiiieieens Monocytes, Activated Killer

ATT A48 Bone Marrow Cells

AT1A48 174 i Endothelial Progenitor Cells
A11.148.350.....ceiiiiiiieeeeee e Granulocytes

A11.148.350.350.....ccccmiiieiiiiiiieiieeeesee Granulocyte Precursor Cells
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A11.148.378..cccceeeeeeeee e Hematopoietic Stem Cells

A11.148.378.294 ... Lymphoid Progenitor Cells
A11.148.378.294.374. ..o Precursor Cells, B-Lymphoid
A11.148.378.294.750........cciiiiiiiiiiieiiieeeeeee Precursor Cells, T-Lymphoid
A11.148.378.294.750.800.......ccccemriiiiieiiieiienieeieens Thymocytes
A11.148.378.590........eeiiiiiieeieciiee e Myeloid Progenitor Cells
A11.148.378.590.675.....cceviiiiiiieieieee e Granulocyte-Macrophage Progenitor Cells
A11.148.378.590.675.500........cccmiumieaiiiieaiiieeeiiee s Granulocyte Precursor Cells
A11.148.378.590.675.750......cccueirieiieiiieiie e Monocyte-Macrophage Precursor Cells
A11.148.378.590.837....iveieiiiieeiiee e Megakaryocyte-Erythroid Progenitor Cells
A11.148.378.590.837.250.......ccceireeiiieiieeiie e Erythroid Precursor Cells
A11.148.378.590.837.250.200.......cceerrererreeeereaiinienieneeneas Erythroblasts
A11.148.378.590.837.250.200.500........ccccrererriririnrirereineiene Megaloblasts
A11.148.378.590.837.625........cciiiiieiiiiieeiiee e Megakaryocyte Progenitor Cells
A11.148.479 ..o Megakaryocytes
A11.148.580....ccceiieiiiiiieieeee e Monocytes
A11.148.580.500......ccc0imriiiiiiiiiiiieiiesieene Monocyte-Macrophage Precursor Cells
A11.148.790...ccceieieee e Reticulocytes

AT1.251 e Cells, Cultured

AT11.251.210 i Cell Line
A11.251.210.100.....cccieiiiiiirerceeee e 3T3 Cells
A11.251.210.100.080.......ceeuervieeieieieieeieeerieeas BALB 3T3 Cells
A11.251.210.100.550.......cc0eiiviriiiicieiinineeene NIH 3T3 Cells
A11.251.210.100.775....coeieiieieeeeeeee e Swiss 3T3 Cells
A11.251.210.100.775.800........ccctmerieeeieiniireareereens 3T3-L1 Cells

A11.251.210172. oo, Cell Line, Transformed
A11.251.210.172.500.......cc0cireiiririicieieineeene COS Cells
A11.251.210.172.750....ccciiiiieiieeiec e HEK293 Cells
A11.251.210.172.875....cociiiiiieeccee e RAW 264.7 Cells
A11.251.210.190.cccciiieieiceeeeee e Cell Line, Tumor
A11.251.210.190.160......cccovieiiieieeeeceeeee Caco-2 Cells
A11.251.210.190.380....c.cceeueieieieieieeeie e HCT116 Cells
A11.251.210.190.400.......cceoiiiririeieirireeee Hela Cells
A11.251.210.190.400.500........ccceieririeieiaiiesieieeene KB Cells
A11.251.210.190.465.......ccoiiiiiiieieincrcee HL-60 Cells
A11.251.210.190.475....cooiiiieeeeeeee e HT29 Cells
A11.251.210.190.495.......ciiiiiiiiiiceeec e Jurkat Cells
A11.251.210.190.510....ceeuieeeieieieieeeeeeee e K562 Cells
A11.251.210.190.830.....c.ccviurivirieieeieiecnenee MCF-7 Cells
A11.251.210.190.750....c.cceeueieiieieieieeee e PC12 Cells

A11.251.210.190.880.......ccccviiiiiiiiiiicicice U937 Cells
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A11.251.210.200.....c.ccciiiiiiireiceeeeee e CHO Cells
A11.251.210.505.....ccciiiiiiiieeeeee e L Cells (Cell Line)
A11.251.210.520.....ccciiiiiiiiiccceeece LLC-PK1 Cells
A11.251.210.827 ..o Madin Darby Canine Kidney Cells
A11.251.210.897..coiiiiiiiiiccce Sf9 Cells
A11.251.210.955.....cciiiiiieeeeeeee e Vero Cells

A11.251.353 . Clone Cells
A11.251.353.485.....cciiiieiiiieeeeee e Hybridomas

A11.251.476. ..o Cytokine-Induced Killer Cells
A11.251.838. ..o Feeder Cells
AT11.251.600......cccciieiiiiiiriciceeiene Hybrid Cells
A11.251.600.485.....c.cciiieiiiieeeeee e Hybridomas
A11.251.800.......c.ccieiireeiieee e Spheroids, Cellular
A11.251.860........ccccceiiiiiiiii, Tumor Cells, Cultured
A11.251.860.180......cccciviiiieiieeeeeee e Cell Line, Tumor
A11.251.860.180.160.......cceeurreereririeieeeieeenienea Caco-2 Cells
A11.251.860.180.380......cceeuriririiiiciriiriereenes HCT116 Cells
A11.251.860.180.400.......cccceruerieieieieiiaienieneneas Hela Cells
A11.251.860.180.400.500........cccemirmerieieiniirinrennenns KB Cells
A11.251.860.180.432......ccueiuiiiiiiiieieieee e Hep G2 Cells
A11.251.860.180.465.......ccocvrriirieieeeeincnceeee HL-60 Cells
A11.251.860.180.475....c.ociiiiiieieieeeieee e HT29 Cells
A11.251.860.180.495.......coiiiiiiiicieincrceee Jurkat Cells
A11.251.860.180.510....cccieureeieieieieeeie e K562 Cells
A11.251.860.180.750.......ccccerriiririicieiiniircnnene PC12 Cells
A11.251.860.180.880.......cceurrvereieieieiieienienienas U937 Cells
A11.251.860.590......cccuiiiiiiiiiiiieiieeieeene Embryonal Carcinoma Stem Cells
AT1.270. i Cells, Immobilized

A11.284 e Cellular Structures

A11.284.074 ..o Cell Body

A11.284.149 .o Cell Membrane
A11.284.149.165......ociiiiiiiiiee Cell Membrane Structures
A11.284.149.165.165......cccoiiicieecececeeee Cell-Matrix Junctions
A11.284.149.165.165.142......ccciiiiiiiiiiiiiicieeees Costameres
A11.284.149.165.165.285........ccciiieiiecieeceeeee Focal Adhesions
A11.284.149.165.165.360........cccecviiiiiiiiiiiiiiieies Hemidesmosomes
A11.284.149.165.175.....ccoiiiiiieeeeeeceeee Coated Pits, Cell-Membrane
A11.284.149.165.175.160......cccoeriiiiieiiiieeeene Caveolae
A11.284.149.165.355.....cueiiiiiiieeeieee e Glycocalyx
A11.284.149.165.420.....c.ccciiiiiiiiiiiie e, Intercellular Junctions

A11.284.149.165.420.020........cccoiiieeiiieeeiieeeeiiee e Adherens Junctions
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A11.284.149.165.420.297 ......ceeiiiecieeeeeee e Desmosomes
A11.284.149.165.420.471..coeiiiiiiiiiieee e Gap Junctions
A11.284.149.165.420.471.180....cccveeiiiiiiiiiiecieeeeeee Electrical Synapses
A11.284.149.165.420.548........coiiiiiiiiieieeeeiee e Immunological Synapses
A11.284.149.165.420.625........c.cciieeiieecieece e Plasmodesmata
A11.284.149.165.420.780......ccceieeriiieieiaeaeeaeeeieene Synapses
A11.284.149.165.420.780.180....ccueeiviiieiiiieiieeeesieeee Electrical Synapses
A11.284.149.165.420.780.550........cccviiiiiiiiiiiiiieieee, Neuroeffector Junction
A11.284.149.165.420.780.550.550........cccviivveriiieeiecee s Neuromuscular Junction
A11.284.149.165.420.780.550.550.500.......cc0crvemeeurieiaieieiieeeeenienes Motor Endplate
A11.284.149.165.420.780.700........cciviiriiiiieiieeieeieeee Presynaptic Terminals
A11.284.149.165.420.780.800........ceeiurreaiiiiaaiieeeiieeeees Synaptic Membranes
A11.284.149.165.420.780.800.500.........ccerumrrriaiiieirienieenieene Post-Synaptic Density
A11.284.149.165.420.820......c.ccceiiriiiiieieiieseeiene Tight Junctions
A11.284.149.165.570......cccivieiiieeceeeceeene Membrane Microdomains
A11.284.149.165.570.160......cccceriieieieiieieesieeiene Caveolae
A11.284.149.165.600........coccomimririieiriniricienes Myelin Sheath
A11.284.149.165.630........ceiiiiiiiiiiieeiiieeeieeee Nuclear Envelope
A11.284.149.165.630.500........ccccemveiiiiieiiiicneeieene Nuclear Lamina
A11.284.149.165.695.......ccoiiieiiiiieeeee e Phycobilisomes
A11.284.149.165.760.......cccoveeiiieeceeeceeeene Ranvier's Nodes
A11.284.149.356........oeiiiiiiieieeiiee e Erythrocyte Membrane
A11.284.149.450......cccooiviiiiiiiieeee Intracellular Membranes
A11.284.149.450.349.....cccoiiiiiiiiiic e, Mitochondrial Membranes
A11.284.149.450.700........cccomieeeriieeeiiieeesiieeeenns Nuclear Envelope
A11.284.149.648........ooiiiiiiieieee e Purple Membrane
A11.284.149.707 ..o Sarcolemma
A11.284.149.844.......oooiiiiieiieeeeieee Synaptic Membranes
A11.284.180.....ccciiiiiiiieiceeeeeeee Cell Surface Extensions
A11.284.180.075..c..cceieeeeeeeeee e Axons
A11.284.180.075.249......ccciiiiiieeieeeceeee Growth Cones
A11.284.180.120.....cccciiiiiiiiiiicciceeeseee Cellulosomes
A11.284.180.165.....cocieiiiiiiirerceeee e Cilia
A11.284.180.225.....cccciieiiieeeee e Dendrites
A11.284.180.225.169........cciiiiieeiiiee e Dendritic Spines
A11.284.180.225.340.......ccuieieieiieieeee e Growth Cones
A11.284.180.285......ccocoeeeeeeceeeeee Fimbriae, Bacterial
A11.284.180.290.....c.cciieieiiiieeeeeeee e Flagella
A11.284.180.290.835.......ceiiiiiieiieceeeeereee Sperm Tail
A11.284.180.565........cceeieiiiieieeeeeee e Microvilli

A11.284.180.610.....c..ceeiiiiiecieeeiiiee e Neurites
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A11.284.180.610.345......ccociiiiiieeeeeceeee Growth Cones
A11.284.180.690.....c..cieiiiiiiiieeeeeee e Pili, Sex
A11.284.180.695.......ccoveieeeceeeeee Podosomes
A11.284.180.700.....c..coeieiiirieieeeee e Pseudopodia
A11.284.180.800.......cccccveeireeeieeieeeeeen Stereocilia
A11.284.180.900........cceeiiiieiiiieeiiiee e Telopodes

A11.284.183 .. Cell Wall
A11.284.183.200.....c..cceieiiiieeieeeeeee e Cell Wall Skeleton

A11.284.187 .. Chromosomes

A11.284. 187167 ..o Chromosomes, Archaeal

A11.284.187. 178 Chromosomes, Atrtificial

A11.284.187 178170, Chromosomes, Artificial, Bacterial
A11.284.187.178.190......cccciiiiiieeceeeceeee Chromosomes, Atrtificial, Mammalian
A11.284.187.178.190.117 .o Chromosomes, Atrtificial, Human
A11.284.187.178.195. ..o Chromosomes, Atrtificial, P1 Bacteriophage
A11.284.187.178.200..........ccceeiiiiiiiiiii, Chromosomes, Artificial, Yeast
A11.284.187.190.....cccciiieiieeceeeeeee e Chromosomes, Bacterial
A11.284.187.190.170.......cccooiiL Chromosomes, Artificial, Bacterial
A11.284.187.360......cccuiiieiiiiiiieiiieieeaene Chromosomes, Fungal
A11.284.187.360.800..........cccceeiiiiiiiiiiiii, Chromosomes, Artificial, Yeast
A11.284.187.440......cccoiiiiieieieeeeeeen Chromosomes, Insect
A11.284.187.440.500........ccceiiieiiiiiaeiiieaieeee Polytene Chromosomes
A11.284.187.520.....ccciiieiieeeieeeeeeene Chromosomes, Mammalian
A11.284.187.520.190..........cccoiiiiiiiiL Chromosomes, Artificial, Mammalian
A11.284.187.520.190.117 ..o Chromosomes, Atrtificial, Human
A11.284.187.520.300........ccciiiiiiiieiiieiie e Chromosomes, Human
A11.284.187.520.300.117 ..o Chromosomes, Atrtificial, Human
A11.284.187.520.300.235......ccceiiiiiiiiiiieiiceeees Chromosomes, Human, 1-3
A11.284.187.520.300.235.240.......c.ccciivecriiieiiiieeeeeene Chromosomes, Human, Pair 1
A11.284.187.520.300.235.245........cccciiiiiiiiieiceeee, Chromosomes, Human, Pair 2
A11.284.187.520.300.235.250........ccciieeriiieieiieieeneeene Chromosomes, Human, Pair 3
A11.284.187.520.300.280.......cccoeiviiiiiiiieiiciieeiies Chromosomes, Human, 4-5
A11.284.187.520.300.280.285.........ccceeeeiieieieeeceeeene Chromosomes, Human, Pair 4
A11.284.187.520.300.280.290.......coccuiiriiiiiieiciieeseeee, Chromosomes, Human, Pair 5
A11.284.187.520.300.325......ccccoiieeiieeeceeeece e Chromosomes, Human, 6-12 and X
A11.284.187.520.300.325.330......c.cccimiiiiiiiieicciee e Chromosomes, Human, Pair 6
A11.284.187.520.300.325.335......ccciiieeiieieieeeeeeeene Chromosomes, Human, Pair 7
A11.284.187.520.300.325.340.......ccciviiiiiiiieiiciieeeeee Chromosomes, Human, Pair 8
A11.284.187.520.300.325.345.......c.coiiiieieieeeee e Chromosomes, Human, Pair 9
A11.284.187.520.300.325.345.500........cccmerieieieiiaieieeceeeene Philadelphia Chromosome

A11.284.187.520.300.325.350......c0ccciiuieeeiiieeeiieeeiiiee s Chromosomes, Human, Pair 10
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A11.284.187.520.300.325.355......ccccciiiiiiiiceeeeeeee Chromosomes, Human, Pair 11
A11.284.187.520.300.325.360........ccccuiiiiiiiieiiiiieseee, Chromosomes, Human, Pair 12
A11.284.187.520.300.325.680........cccerveeriiieiiiieeeieene Chromosomes, Human, X
A11.284.187.520.300.370......cccviiiiiiiiiiieiie e Chromosomes, Human, 13-15
A11.284.187.520.300.370.375.....ccoeiiieerieieieeeeeeeeene Chromosomes, Human, Pair 13
A11.284.187.520.300.370.380.......ccccuiiiiiiiieiiccieeeeeen Chromosomes, Human, Pair 14
A11.284.187.520.300.370.385......cccciiierieieieieeeeeene Chromosomes, Human, Pair 15
A11.284.187.520.300.415......ccciiiiiiiiiiicii e Chromosomes, Human, 16-18
A11.284.187.520.300.415.420......cccciiieiiiieciiieeneene Chromosomes, Human, Pair 16
A11.284.187.520.300.415.425........ooiiiiiiiiiiiciee, Chromosomes, Human, Pair 17
A11.284.187.520.300.415.430.....cccciirieiiiieieniecee e Chromosomes, Human, Pair 18
A11.284.187.520.300.460........c.cceviriiiiiiiiiiiiieiies Chromosomes, Human, 19-20
A11.284.187.520.300.460.465........c.cceeveeieieiiieceeeene Chromosomes, Human, Pair 19
A11.284.187.520.300.460.470.....cccceviiiiiiiiieieeieeeeeeen Chromosomes, Human, Pair 20
A11.284.187.520.300.505........cccciieeiiiieiieieeeeeene Chromosomes, Human, 21-22 and Y
A11.284.187.520.300.505.510....ccceeiiiiiiiiiieiiccieeeeee Chromosomes, Human, Pair 21
A11.284.187.520.300.505.515......ccciiiieiiieieneeec e Chromosomes, Human, Pair 22
A11.284.187.520.300.505.515.500.......0ccceiereeieiraiiiiiieiceaeene Philadelphia Chromosome
A11.284.187.520.300.505.757 .....ccveiiiiieieieeeee e Chromosomes, Human, Y
A11.284.187.560...........cccceeiiiiiiiii, Chromosomes, Plant
A11.284.187.570.....ccciiieiieeieceeeeeeee Isochromosomes
A11.284.187.788......eeeeeiieeeeceee e Ring Chromosomes
A11.284.187.865......ccoieeiieeeceeeeeee Sex Chromosomes
A11.284.187.865.800.......ccccuerueeriiieeeienienienieneas Sex Chromatin
A11.284.187.865.982......c.cccviiiiieieeceee X Chromosome
A11.284.187.865.982.500........c.cccviriiiiiiiiiiiiiieiies Chromosomes, Human, X
A11.284.187.865.983......c.ocoeiiiieeeeeceee Y Chromosome
A11.284.187.865.983.500........c.cccviriiiiiiiiiiciiiees Chromosomes, Human, Y
A11.284.295........oiiiiieeeee e Extracellular Space
A11.284.295.260........ccciiiiiiiiiieeeee e Extracellular Fluid
A11.284.295.310.....ccciiiiiiieeceee e Extracellular Matrix
A11.284.295.310.279....ccciiiiiiiiiiiee e Glomerular Basement Membrane
A11.284.295.310.560.......ccccvivirieiecreinieneniene Microfibrils
A11.284.295.310.990.......cceiiruiieiiieieeeie e Zona Pellucida
A11.284.295.495........coiiiiieeee e Extracellular Traps
A11.284.295.588.......ccoiiiiiiiiiciee Extracellular Vesicles
A11.284.295.588.500........ccccciueeeriieeeiiieeeiiieeeannes Cell-Derived Microparticles
A11.284.295.588.750.......cccceiueiieiiieieieeeeeeieas Exosomes
A11.284.295.680........cccccuireiiieeiiieeeiiieeens Periplasm
A11.284.420.....c.ccoiiiiiiic Inclusion Bodies

A11.284.420.204.......ccoiiiiiiiieieeeee Erythrocyte Inclusions
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A11.284.420.204.335.......ccoiiiiiiiieee e Heinz Bodies
A11.284.420.390.........cccceiiiiiiiiiii, Inclusion Bodies, Viral
A11.284.420.400.......ccccceiiiiiieeeeeeee Intranuclear Inclusion Bodies
A11.284.420.460........cceiieiiiiiieeeeeee Lewy Bodies
A11.284.420.500........cccoimiiinririereenees Mallory Bodies
A11.284.430.....ceiiiiiiiieeeee e Intracellular Space
A11.284.430.106......cccoveeeieeeieeeseeen Cell Nucleus
A11.284.430.106.279....ccceiiiiiiiiieciee e Cell Nucleus Structures
A11.284.430.106.279.345........cceiiiieeiieeeciee e Intranuclear Space
A11.284.430.106.279.345.175....c.ooiieieieieeeeeeeeea Cell Nucleolus
A11.284.430.106.279.345.190......cccciiieiiiiecieeeeceeeene Chromosomes
A11.284.430.106.279.345.190.160......ccceeeiiiriiiiiciiciec e Chromosome Structures
A11.284.430.106.279.345.190.160.165.......cccovevirireiriirieceeieiees Centromere
A11.284.430.106.279.345.190.160.165.500.........cceeererierierieieiaineanens Kinetochores
A11.284.430.106.279.345.190.160.175.......cceiviriiiiiieieeceeeeiees Chromatids
A11.284.430.106.279.345.190.160.180.......ccververerieeiieaieieieeeienes Chromatin
A11.284.430.106.279.345.190.160.180.270......cocveerrererierieieieineanins Euchromatin
A11.284.430.106.279.345.190.160.180.270.500.......cc0coveuerreaieierieeieeeienienes Chromosomal Puffs
A11.284.430.106.279.345.190.160.180.383......c.coccvvmririirierieieieiieanas Heterochromatin
A11.284.430.106.279.345.190.160.180.383.800.......cc0ceveuerrerieierieeeeeeienieneas Sex Chromatin
A11.284.430.106.279.345.190.160.180.625.........ccoeovreririirieieieiieanns Nucleosomes
A11.284.430.106.279.345.190.160.650........cceeiirreiiiiieiiieeeiieeee Nucleolus Organizer Region
A11.284.430.106.279.345.190.160.830........coeeirreeeiiieeeiiie e Synaptonemal Complex
A11.284.430.106.279.345.190.160.845........cociereiiiieeeeeeiee Telomere
A11.284.430.106.279.345.190.580......cc.0cvrivirriiiieiiieieeseee Polytene Chromosomes
A11.284.430.106.279.345.190.580.500.......cc0ciereurrieaieaieieeeeenienes Chromosomal Puffs
A11.284.430.106.279.345.195......ocviiiiiiieieieceeeee Coiled Bodies
A11.284.430.106.279.345.447 ... Gemini of Coiled Bodies
A11.284.430.106.279.345.700.......ccoccemirereeieirinenreeeanas Nuclear Matrix
A11.284.430.106.279.345.700.700........cceiereeieiiaiiareeieeeaeene Nuclear Lamina
A11.284.430.106.279.345.850........cccviuireeiiieeeiieeeiieeeans Spliceosomes
A11.284.430.106.279.692........cciiiiieaiiiieaiiie e Nuclear Envelope
A11.284.430.106.279.692.314......cooeiiiieiiiceeee e Nuclear Lamina
A11.284.430.106.279.692.630.......cccerrereerieieriaiinieieeeeneas Nuclear Pore
A11.284.430.106.550......cccccvieiiieieieeceeene Macronucleus
A11.284.430.106.570.....cceiiiiiiiiiieiiieee e Micronuclei, Chromosome-Defective
A11.284.430.106.575......cccoeeeiiieeeeeceee Micronucleus, Germline
A11.284.430.214 .o Cytoplasm
A11.284.430.214.190.....cceiiiiiiiieeeceee e Cytoplasmic Structures
A11.284.430.214.190.500........ceiiiieeaiiiieaiie e Cytoplasmic Granules

A11.284.430.214.190.500.207 ......eveeeireeeeiieeeeiiee e Chromaffin Granules
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A11.284.430.214.190.500.560........ccceeveeririeiiiieieeneens Melanosomes
A11.284.430.214.190.500.585.......coooeiiiierieeeieiieiecieienas Microbodies
A11.284.430.214.190.500.585.250......cc.0eerurirriiiieiiienieeneens Glyoxysomes
A11.284.430.214.190.500.585.600........ccccrereeieriaiieiieieeanene Peroxisomes
A11.284.430.214.190.500.610......ccerereireereeinirinienieeenes Nissl Bodies
A11.284.430.214.190.500.950.......cccemiererrieieieinieneeeneas Weibel-Palade Bodies
A11.284.430.214.190.750......cccviirieiieiieeiie e Cytoskeleton
A11.284.430.214.190.750.050.......cceerieieeieieieiieieseeena Actin Cytoskeleton
A11.284.430.214.190.750.050.414......cooiriiiiiiiiirccceee Filamins
A11.284.430.214.190.750.050.830.....cc0eruereeeerieiraieieeieieeaieae Stress Fibers
A11.284.430.214.190.750.410.....cceeiiiieieicceeeee e Intermediate Filaments
A11.284.430.214.190.750.585.......ooeiiiiieiiiiieeiee s Microtubule-Organizing Center
A11.284.430.214.190.750.585.079.....cccririieiiiiiiireerceeeee Basal Bodies
A11.284.430.214.190.750.585.160........ccereerieieiieiiiiiieeeeieae Centrosome
A11.284.430.214.190.750.585.160.130.......ccerveriririireiriieceeeniees Centrioles
A11.284.430.214.190.750.585.580.......0ccereereerieiieiiaieieiceaiee Spindle Pole Bodies
A11.284.430.214.190.750.602.......ccoccirrrrereiiininienieenee Microtubules
A11.284.430.214.190.750.602.309.......0ccereerieieiiaiiaieieeeeeae Axoneme
A11.284.430.214.190.750.602.620........ccccrerrerriiiiriirerereeene Neuropil Threads
A11.284.430.214.190.750.620.......cccceruereeieieieieieieneeneas Myofibrils
A11.284.430.214.190.750.640.......ccomcerireireeiiinineneeaae Neurofibrils
A11.284.430.214.190.750.640.520........cccererieieiiiieieieeeene Neurofibrillary Tangles
A11.284.430.214.190.750.820........cccvcvireeiiireeiieeeeieee s Spindle Apparatus
A11.284.430.214.190.750.820.500........ccccrereeierraiirieieeeeaeene Spindle Poles
A11.284.430.214.190.750.820.500.500.........c0ccvereririnriirieceeiniees Centrosome
A11.284.430.214.190.750.820.500.500.130......ccveeeuerierrerierieieeeiaieaneas Centrioles
A11.284.430.214.190.750.820.500.750.......cc0coveriririiriiriiecieinienes Spindle Pole Bodies
A11.284.430.214.190.875.....cceiiiiieieieiee e Organelles
A11.284.430.214.190.875.080.......0cccviuireeiiieeeiieeecieeeanns Bacterial Chromatophores
A11.284.430.214.190.875.117 e Cell Nucleus
A11.284.430.214.190.875.117.550......ccccciiieiiieeiecee s Macronucleus
A11.284.430.214.190.875.117.570.....ccooevveeeeeeeeeeeeeeeeee, Micronuclei, Chromosome-Defective
A11.284.430.214.190.875.117.575.....ccveiiiieiiiecee e Micronucleus, Germline
A11.284.430.214.190.875.190.......oeeiiiiiaeiiieeeiee e Cytoplasmic Vesicles
A11.284.430.214.190.875.190.190......cceiiiiiiiiieieceieee e Cytoplasmic Granules
A11.284.430.214.190.875.190.190.207 .....oerveeeeeeiieaieeieeeeeeeiees Chromaffin Granules
A11.284.430.214.190.875.190.190.560.......ccccveverireiiiirieeieiniees Melanosomes
A11.284.430.214.190.875.190.190.755.......coveiieiiiiieceeieeeeeeienes Microbodies
A11.284.430.214.190.875.190.190.755.250......c0ccvemrereirierieieieinieanns Glyoxysomes
A11.284.430.214.190.875.190.190.755.600.........cceeererierierieiieiaiaeanens Peroxisomes

A11.284.430.214.190.875.190.190.950........ccccoeviviriiiiiccecn, Weibel-Palade Bodies
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A11.284.430.214.190.875.190.550......cc0eiriiriiiieiieeieeeee Lysosomes
A11.284.430.214.190.875.190.550.040.......ccucrvereeiiaieaiiieeeieiees Acrosome
A11.284.430.214.190.875.190.700........cccererreieiriirireieneiene Phagosomes
A11.284.430.214.190.875.190.880.......0ccireeeeieiieiiiieieeeieae Transport Vesicles
A11.284.430.214.190.875.190.880.180.......ccccveuririiiiriiricieiriees Coated Vesicles
A11.284.430.214.190.875.190.880.180.160.......c.coveuereerierierieiieieieieneas Caveolae
A11.284.430.214.190.875.190.880.180.170......ccocvrerreiririerieieieiieanins Clathrin-Coated Vesicles
A11.284.430.214.190.875.190.880.180.180......ccucveuereereerierieieieiaieneas COP-Coated Vesicles
A11.284.430.214.190.875.190.880.337.......coveveuriiiriireireieceeieiees Endosomes
A11.284.430.214.190.875.190.880.337.500.........cceeuerrereerirrieieieeaennins Multivesicular Bodies
A11.284.430.214.190.875.190.880.495.......cccoveviririnieiieceeieiees Exosomes
A11.284.430.214.190.875.190.880.810.......ccuereeueeiieaiesieieeeeeieees Secretory Vesicles
A11.284.430.214.190.875.190.880.830.......cc0ccveuriurirrireirieeieerieens Synaptic Vesicles
A11.284.430.214.190.875.190.920......c00iirierieieieieiecieceee Vacuoles
A11.284.430.214.190.875.248........oeeoeieeeiiie e Endoplasmic Reticulum
A11.284.430.214.190.875.248.300........ccciereeienieiaieieieeaieae Endoplasmic Reticulum, Rough
A11.284.430.214.190.875.248.300.610.......ccverveureeriiriieiriiceeeeiees Nissl Bodies
A11.284.430.214.190.875.248.310.....ccueiuiieeeieieeeeeeeee Endoplasmic Reticulum, Smooth
A11.284.430.214.190.875.248.310.800........ccceviureeeiiireeiiiieeeiieeenns Sarcoplasmic Reticulum
A11.284.430.214.190.875.336....c.cceeuerieieeieieieieiesieiena Golgi Apparatus
A11.284.430.214.190.875.336.850......cc0cereirriiiieiieeiieneeen trans-Golgi Network
A11.284.430.214.190.875.393......ccuiiiiiieieieeeeeee e Lipid Droplets
A11.284.430.214.190.875.450.....cc.cciviiiiiiiieiieiieeeeen Magnetosomes
A11.284.430.214.190.875.564......cceieieieieieieieeeeeea Mitochondria
A11.284.430.214.190.875.564.461......coovriiiiiiiiirirceee Mitochondria, Liver
A11.284.430.214.190.875.564.627 .....ccoviereeieieiiiieeeeeeee Mitochondria, Muscle
A11.284.430.214.190.875.564.627.603.......ccocoveuverieiiriiriecieieieees Mitochondria, Heart
A11.284.430.214.190.875.564.755....ccoiiieeieieieeeeeee Mitochondrial Ribosomes
A11.284.430.214.190.875.564.882........cccoviveieiiiieiicieieens Submitochondrial Particles
A11.284.430.214.190.875.700.......cceeeieieieieieieeseiena Plastids
A11.284.430.214.190.875.700.069........cccervereeriiiiirirecriene Apicoplasts
A11.284.430.214.190.875.700.140.....cceiiieiieieeeeeeee Chloroplasts
A11.284.430.214.190.875.700.140.800.......cccoveririirieiriecieinieees Thylakoids
A11.284.430.214.190.875.811...cueiuiiiiiieieieee e Ribosomes
A11.284.430.214.190.875.811.370.....ccceevviiieriiieereeee e Mitochondrial Ribosomes
A11.284.430.214.190.875.811.740...c.cciiiiiieieeeeeeeee Polyribosomes
A11.284.430.214.190.875.811.740.300.......cccciiiiiiiieiiieiieeieeien Endoplasmic Reticulum, Rough
A11.284.430.214.190.875.811.740.300.610......ccueeeuererieieieieieiaeens Nissl Bodies
A11.284.430.214.190.875.811.870.....cceririiieiiiircrcceee Ribosome Subunits
A11.284.430.214.190.875.811.870.700.......cccrereeiiieeieieieeeienes Ribosome Subunits, Large

A11.284.430.214.190.875.811.870.700.349......ccoiiiiiiiiiiieieeeeeee Ribosome Subunits, Large, Archaeal
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A11.284.430.214.190.875.811.870.700.700......cccemviemeiiiieiieeeenieene Ribosome Subunits, Large, Bacterial
A11.284.430.214.190.875.811.870.700.750......ccocoeeerieieieieieieiaenins Ribosome Subunits, Large, Eukaryotic
A11.284.430.214.190.875.811.870.750.......cccoveririiiriiieeieieiee Ribosome Subunits, Small
A11.284.430.214.190.875.811.870.750.349......cocoiieieiiiiieieieeeeeas Ribosome Subunits, Small, Archaeal
A11.284.430.214.190.875.811.870.750.700.........cccervreeiiiieiiieeieeiens Ribosome Subunits, Small, Bacterial
A11.284.430.214.190.875.811.870.750.750......ccocoeeereieieiieieieiaeeas Ribosome Subunits, Small, Eukaryotic
A11.284.430.214.190.875.820........cccieeeiiiieieiieeeieene Sarcomeres
A11.284.430.214.190.875.930.......eeeiiiiiaiiiieeeiiee e Vault Ribonucleoprotein Particles
A11.284.430.214.200.......cccciiiiirieieieineeee Cytosol

A11.284.430.429.....ccoiiiiiiiieeee e Intracellular Fluid
A11.284.430.429.200.......cc0ccumiaririeeieinineeee Cytosol

A11.284.835. ... Subcellular Fractions

A11.284.835.168......cccuviiiiiiiiiiieiieeiee e Cell-Free System

A11.284.835.450........ccciiiiiiiiiieeeee e Intracellular Fluid
A11.284.835.450.200.......c.cccumimririeeiriniinienienna Cytosol

A11.284.835.514....oooiiiiiiiiicee Intracellular Membranes
A11.284.835.514.349......cciiiiiiieeeeeeee Mitochondrial Membranes
A11.284.835.514.700........ccemiiiiiiiaeiieeeiieeeee Nuclear Envelope
A11.284.835.514.700.500.........ccemeeiiiieiiiieeeeeene Nuclear Lamina
A11.284.835.540......cccceiiiiiiiiiiiiiiiieee Microsomes

A11.284.835.540.541.....ocviiiiiiieeeeee e Microsomes, Liver
A11.284.835.626........ccccieiiiiieeeee e Mitochondria

A11.284.835.626.461......coeiviiiieeeeeceeeee Mitochondria, Liver

A11.284.835.626.627 .......ccceoeeeeeeeieeiieee Mitochondria, Muscle
A11.284.835.626.627.603........ccccivirmieiiiiniiisreens Mitochondria, Heart
A11.284.835.626.882.........cccoiiiiiiiiiiciee Submitochondrial Particles
A11.284.835.859.....ccccmiiiiiiiiiieeeeee e Synaptosomes

A11.284.917 oo Trichomes

A11.299.. e Chromaffin Cells

AT11.299.500......cceieeeeieiieinieseeeeeiae PC12 Cells

A11.329 e Connective Tissue Cells

A11.329. 114 e Adipocytes

A11.329.114.249.....cooiiiiiiieeeee Adipocytes, Brown
A11.329.114.500.....cc.coiiiiiiiieeeeeee e Adipocytes, White

A11.329.17 1 e Chondrocytes

A11.329.228.....cciiieiiieeeee Fibroblasts

A11.329.228.100.....c..cciiriirinreieeeeee e 3T3 Cells

A11.329.228.100.080.......cceuereeeeiiieieiieienieeieeas BALB 3T3 Cells
A11.329.228.100.550.......c0cirviririieieiiniineniene NIH 3T3 Cells
A11.329.228.100.775....cociieeeeieieeeeeee e Swiss 3T3 Cells

A11.329.228.100.775.800........cccccuriiriiriiiiiiccie 3T3-L1 Cells
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A11.329.228.109.....ccciiiiiiiiiieieeeeeee e Corneal Keratocytes
A11.329.228.220.....c.cciiiiiiiieiieeeeee e COS Cells
A11.329.228.505........cceiiiiiirireeeeee e L Cells (Cell Line)
A11.329.228.950........cciiiiiieeiieeiiiee e Mesangial Cells
A11.329.228.975......cciiiiiiiieeeee Myofibroblasts
A11.329.372. e Macrophages
A11.329.372.300.....ccccmiririinrereeeeee e Epithelioid Cells
A11.329.372.368.....ccciiieiiiieeeeee e Foam Cells
A11.329.372.376..c.eeeiiiiiiiiiieeeeeeee Giant Cells, Foreign-Body
A11.329.372.380.....ccccceiiiiiiiiii Giant Cells, Langhans
A11.329.372.385.....cciiiiiiiiiiieeeeee Histiocytes
A11.329.372.588.....cccieiiiiiiieeee e Kupffer Cells
A11.329.372.600......cccciiiiiiiiiiieiieeieeaee Macrophages, Alveolar
A11.329.372.630....cccueieiiiieeiie e Macrophages, Peritoneal
A11.329.372.700.......ccooeiiiieieee e Osteoclasts

AT11.329.427 ..ot Mast Cells
A11.329.522.....cciiiiiiiee Odontoblasts
A11.329.629.....ccciiiiiiii Osteoblasts
A11.329.629.500.......cccuimimiiiiiiiieiieeeeaieene Osteocytes
A11.329.830....cccciiiiiiiiiii e Stromal Cells
A11.329.830.500......cccuimriiieiiiieiieeieesieene Mesenchymal Stromal Cells
A11.329.830.750.....ccciieieieiirieieeeeee e Telocytes
A11.329.830.750.500.......cccrmrimririieeeienienienrene Telopodes
AT11.329.850......cciieieieiiieeeeeee Theca Cells

A11.382. e Endocrine Cells
A11.382.249......ciiiiiiiiieee APUD Cells
A11.382.500........ccceiireeiieeeeiiee e Corticotrophs

A11.382.625. ... Enteroendocrine Cells
A11.382.625.031 ..o Enterochromaffin Cells
A11.382.625.047.....ooiiiiiiiiiiiiiciieeee Enterochromaffin-like Cells
A11.382.625.055......cccuiiiiiiiiiieeeeeeee Gastrin-Secreting Cells
A11.382.625.064........ccoiiiiiiiiieiiee e Glucagon-Secreting Cells
A11.382.625.092......cccviiiiiiiiiieeieeeeee Insulin-Secreting Cells
A11.382.625.900........cccmmiiieiiiieeiiieeeiiieeee Pancreatic Polypeptide-Secreting Cells
A11.382.625.950......ccccuimiiiiiiiiiieiieeeeaee Somatostatin-Secreting Cells
AT11.382.750...ccceiieiieeee e Gonadotrophs
A11.382.812..ceciicieee e Granulosa Cells
A11.382.812.500.....c.cccciiiiiiiiieieeeeeee e Cumulus Cells
AT11.382.875...cccieeeeeeee e Lactotrophs
AT11.382.906......cciiiieieiiiiieeeeeee Leydig Cells

AT11.382.9270 i Luteal Cells
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AT11.382.937 ..o Melanotrophs

A11.382.944 ..o Neuroendocrine Cells
AT11.382.952. ..ot Sertoli Cells
A11.382.968........oeiiiiiiiiiieeee e Somatotrophs

A11.382.984. ... Thyrotrophs
A11.382.992...ciiiiiie e Trophoblasts
AT1436.iiie Epithelial Cells

A11.436.107 ..o, Ameloblasts

A11.436.123. e Atypical Squamous Cells of the Cervix
A11.436.140......cciiieiiiieeeeeee Caco-2 Cells
A11.436.150......ccciiiiiiieiiieeeeee Chief Cells, Gastric
AT11.436.155..cciiiieeeee CHO Cells
AT11.436.265......c..ceeeiiiieeceee e Chromatophores
A11.436.265.531 ..o Melanophores
A11.436.265.531.560........ccccveveiiieienieieieeene Melanosomes
A11.436.267 ..o Corticotrophs
A11.436.270.....ccciiiiiiieieieeeeeee Dendritic Cells
A11.436.270.545......oeiiiiiiecee e Langerhans Cells
A11.436.275.....ccciiieiieeee e Endothelial Cells
A11.436.275.182. e Endothelial Progenitor Cells
A11.436.275.365......cccviiiiiiiiiiieieeeesee Hemangioblasts
A11.436.275.682......ccceiiiiiiiiiciieieee Human Umbilical Vein Endothelial Cells
A11.436.275.841 ..o Podosomes
A11.436.290........ceiiiiiiiiieeee e Enterocytes

A11.436.294 ... Enteroendocrine Cells
A11.436.294.031..cceiiiiiiiiiieiceeee Enterochromaffin Cells
A11.436.294.047 .....ocoviiieiiieeeeeeen Enterochromaffin-like Cells
A11.436.294.055........oiiiiiiiiiecee e Gastrin-Secreting Cells
A11.436.294.064.......ccooiiiiiiiiieiieeeee Glucagon-Secreting Cells
A11.436.294.092.......cciiiiiieiie e Insulin-Secreting Cells
A11.436.294.900.......ccc0imiiiiiiiiieiieeieeaee Pancreatic Polypeptide-Secreting Cells
A11.436.294.950........ccommiiiiiiiaiiiee e Somatostatin-Secreting Cells
A11.436.298......cceiiiiiiiiieceee Goblet Cells

A11.436.319. i Gonadotrophs
A11.436.329.....ccciiiiiiiiieee e Granulosa Cells
A11.436.329.500........ccciiiiiiieiieeeee e Cumulus Cells

A11.436.334 ..ot HEK293 Cells
A11.436.340......cciiieiiiiiieeeeee HeLa Cells
A11.436.340.500........cccccvmiiinririeineiees KB Cells
A11.436.348...c.niiiiiiee e Hepatocytes

A11.436.348.500.........cccccnviiiiiiiiiicici Hep G2 Cells
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AT11.436.365......cciiiiiiiiiiiccee HT29 Cells

A11.436.397 ..o Keratinocytes
A11.436.495. ... Labyrinth Supporting Cells
A11.436.507 ... Lactotrophs

A11.436.513 e Leydig Cells
AT11.436.520......cciiieieieiieeeeeee LLC-PK1 Cells
A11.436.566.......ccccveiieeiiieeeeeen Luteal Cells
A11.436.589....c..ceiiiiiiiceee e Madin Darby Canine Kidney Cells
A11.436.613 ... Melanocytes
A11.436.613.560.......cccoceiuiiiiiiiiiiiiiiienee Melanosomes
A11.436.636....cccuveeiiiieciiieeeiiee e Melanotrophs
AT11.436.660......cccceeiriiiiiieieeeee Merkel Cells
A11.436.690........ccceiiieeiiieeeiee e Neuroepithelial Cells
A11.436.690.550........ccemiiiiiiiiieiiiiee e Neuroepithelial Bodies
A11.436.700......ccccoiiiiieiiieeieeeeee Paneth Cells
A11.436.708.....ccoiiiiiiiiiecee Parietal Cells, Gastric
A11.436.714 oo Pneumocytes
A11.436.720....cciiiiieeeeee e Podocytes
AT11.436.837...ceiiiiiiiiiiieeee Sertoli Cells
A11.436.896........eeiiiiiiiieeiee e Somatotrophs
A11.436.925.....ccciiiiiiiie Thyrotrophs
AT11.436.955......cciiiiiiiieeee Vero Cells

AT1.443 i Erythroid Cells
A11.443.240......coiiiiiieee e Erythrocytes
A11.443.240.330.....ccccmiiiiiiiiiieeiieeeesee Erythrocytes, Abnormal
A11.443.240.330.100........eeeiiieeaiiieeeiiiee e Acanthocytes
A11.443.240.330.531...ccoiiiiiiiiiieeee e Megaloblasts
A11.443.240.330.802.......cceeiiieeaiiieeeiieee e Spherocytes
A11.443.240.497 ..coveiiiiiiieeeeeee Erythroid Precursor Cells
A11.443.240.497.200.......ccccoiiiaeiieeeeee e Erythroblasts
A11.443.240.497.200.500........cccemirmirriieiniiriareeenns Megaloblasts
A11.443.240.497 .480.......ccooeiiiieieee e K562 Cells
A11.443.240.665.......ccooviiiiiiiiiiieeeee Reticulocytes

A11.450...c i Eukaryotic Cells

A11497 e Germ Cells

A11.497 124 oo Embryonic Germ Cells
A11.497.248.....ociiiiieeee Germ Cells, Plant
A11.497 497 oot Ovum
A11.497.497.600.......cccomiiiiiiiiiieeeeaee Oocytes
A11.497.497.600.500.......ccccemirreieeeeieeaienenieneas Polar Bodies

A11.497.497.650......cccciiiiiiiiiiieeeeaee Oogonia
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A11.497.497.900.......cccoiiiiiieieeeeeee e Zona Pellucida
A11.497.497.950.....c.coiiiiiiiieeeee e Zygote
A11.497.760.......ccoeeieeeeeee e Spermatozoa
A11.497.760.400........ccomiiieiiiaiiiieeeiieeees Sperm Head
A11.497.760.400.100.......ccccovmiiiieienieeceeeen Acrosome
A11.497.760.450........ccomiiiiiiiiiieeeiiieeee Sperm Midpiece
A11.497.760.500........cccivmiiinririereeienene Sperm Tail
A11.497.760.600.........ccemiirieiiiriiiieeeiiieees Spermatids
A11.497.760.700......ccccuiiiiiiieieiieeieeseene Spermatocytes
A11.497.760.800........ccemiuireeiieeiiiee e Spermatogonia
A11.500.....ccciiiieee e Giant Cells
AT11.500.376...ccceiieiiiieeieee e Giant Cells, Foreign-Body
A11.500.380.....ccuiiiiiiiiiiieeiee e Giant Cells, Langhans
AT1.567 i Hepatic Stellate Cells
AT11.600......ccoiiiiiiiieee e Mesophyll Cells
AT1.620......ciiiiiiiiiecc Muscle Cells

A11.620.124 ..o Interstitial Cells of Cajal
A11.620.249.....cccoiiiiiiii, Muscle Fibers, Skeletal
A11.620.249.400.......cccccveviiiieiieeeeeene Muscle Fibers, Fast-Twitch
A11.620.249.700........coeiiiiiieieeeee e Muscle Fibers, Slow-Twitch
A11.620.249.850........cccciiiirinrerieeeeeiees Myofibrils
A11.620.249.850.700........cccciiiiiiiiiiieiee e Sarcomeres
A11.620.500.......c0cciiiiiieiieeie e Myocytes, Cardiac
A11.620.500.500........cceiieirririiieeeeee s Myofibrils
A11.620.500.500.700........ccccveeeiieienieieceeeene Sarcomeres
A11.620.520.......ceiiiiiiiieiieeeee e Myocytes, Smooth Muscle
A11.620.520.500......ccc0mmmreiiiiiiieiieeieesieene Myofibroblasts

AT1.627 e Myeloid Cells

A11.627.340. ..o Granulocytes
A11.627.340.120..c..ceeieieiieeeeeee e Basophils
A11.627.340.345.....c..ooiiiieeeeee e Eosinophils
A11.627.340.360........cceiiiiiiiiiaeiiiee e Granulocyte Precursor Cells
A11.627.340.360.500.......cccemimririecieinineniena HL-60 Cells
A11.627.340.583.....ccciiiiiiiieeeee e Neutrophils

AT11.627.482 ... Macrophages
A11.627.482.300.....c..cceiiiiiiiieeeee e Epithelioid Cells
A11.627.482.368........ccveieiiiiriceeeeee Foam Cells
A11.627.482.376...ccneieiiieeeeceee e Giant Cells, Foreign-Body
A11.627.482.380......cccuiiieiiiiiiieiieeieesee Giant Cells, Langhans
A11.627.482.385.....cccieieeieeeeee e Histiocytes

A11.627.482.588........ceeeciereeiieeeiee e Kupffer Cells
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A11.627.482.600.......cccceeiiiiiiiiiiiiieieeiiene Macrophages, Alveolar
A11.627.482.630........cciiiiiiiiiiee e Macrophages, Peritoneal
A11.627.482.665.......ccoeviiiiiiiieiieeee Monocyte-Macrophage Precursor Cells
A11.627.482.665.500.......ccccemuirieiiieieenieeenieeas U937 Cells
A11.627.482.700.......cccceiiiiiiiieeeeeen Osteoclasts

A11.627.624 ... Monocytes
A11.627.624.249......cccoiiiiiiiiiiieee Monocyte-Macrophage Precursor Cells
A11.627.624.249.500.......ccccoeiiieriiieieeeeee e U937 Cells
A11.627.624.500.......ccccmiiiiiiiiiiiiieieeaiene Monocytes, Activated Killer
AT11.627.635...cciiiieeee e Myeloid Progenitor Cells
A11.627.635.675.....cccciiiiiiiiiiieieeeee Granulocyte-Macrophage Progenitor Cells
A11.627.635.675.500........ccceiiiiiiiiiaiiiiieeieeee Granulocyte Precursor Cells
A11.627.635.675.750.....cccciiiiiiiiiiiiiiee e Monocyte-Macrophage Precursor Cells
A11.627.635.675.750.500........ccceniririiiaiiiaiaieeieens U937 Cells

AT1.642. i Neoplastic Cells, Circulating

AT1.650....ccc i Neuroglia
A11.650.200.....c.c0cemiiiiieiiieieeeee e Astrocytes

A11.650.300........ccieiiiiiaiiiie e Ependymoglial Cells
A11.650.400.......ccciiiiiiiiiiiieeeeeee Microglia
A11.650.500......cc0ieeeieiiiieieieeeeae Neuropil
A11.650.500.550........ccccmiuireiiiieeiiieeeiiieeens Neuropil Threads
A11.650.600........ccemiiiiiiiiieeieeeeeeeae Oligodendroglia
A11.650.600.500........cccccvmirrinririreeneieeenes Myelin Sheath
A11.650.775.....ccco Satellite Cells, Perineuronal
A11.650.800.......ccccviiiiieiiieieeeeen Schwann Cells
A11.650.800.500........ccciriririiiiieeeeee s Myelin Sheath
A11.650.800.500.550.......cccveeiiieieieeieieeene Neurilemma
A11.650.800.500.700........cccciiiiiiiiiiieiie e Ranvier's Nodes

AT1.671 e, Neurons

A11.671.050......ceiiiiiiiiieee e Adrenergic Neurons

A11.671.137 e Axons
A11.671.137.340.....ccociiiiiiiiiiicieee Growth Cones
A11.671.137.560........ccceiireeieeeiiiee e Mossy Fibers, Hippocampal
A11.671.137.750...ccceiiiiieiie e Presynaptic Terminals

AT1.671.188 . Cholinergic Neurons
A11.671.240.....ccciiiiiii Dendrites

A11.671.240.169......c..ceiiiieeeee e Dendritic Spines
A11.671.240.340......cccoiiiiiiiiicieeee Growth Cones

AT1.671.270 i Dopaminergic Neurons

A11.671.285.. i GABAergic Neurons

AT11.671.358...ccciieeiieecee e Interneurons
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A11.671.358.050......cccccviiiiriiieeceeeen Amacrine Cells
A11.671.358.212...ceoiiiiiiiicee Commissural Interneurons
A11.671.358.375.....ccciiiiiieeceeeeeee Renshaw Cells
A11.671.358.700........cceiiiiiieiieeiiieeecieeees Retinal Bipolar Cells
A11.671.460.....cccoiiiiiiiiiiiiceeee Lewy Bodies

AT1.671.487 ..o Mirror Neurons

A11.671.501 .. Nerve Fibers

A11.671.501.075. ..o Adrenergic Fibers
A11.671.501.075.800.....c..ccciiiiiiiiieiiienieeeeeee Sympathetic Fibers, Postganglionic
A11.671.501.100........ceiiiiieiiee e Autonomic Fibers, Postganglionic
A11.671.501.100.700.....c.ccmiiiiiieiieiieeniee e Parasympathetic Fibers, Postganglionic
A11.671.501.100.800........ccemiieraiiiiaaiiieeeiieeees Sympathetic Fibers, Postganglionic
A11.671.501.145....oooiieeee Axons
A11.671.501.145.500.......ccceeririeieieieeeieneeea Neurites
A11.671.501.145.750.....ccoiiiiiiiiiieiece e Presynaptic Terminals
A11.671.501.145.750.500........cciiiieeaiiiiaiiiieeeiiee s Mossy Fibers, Hippocampal
A11.671.501.234..c.ooiiiiiiiieeeeeee Cholinergic Fibers
A11.671.501.234.060........cceeiieriiiiiaaiiieeaieeees Autonomic Fibers, Preganglionic
A11.671.501.234.700.....c.cccciiiiiiiiieiieeiee e Parasympathetic Fibers, Postganglionic
A11.671.501.512. ... Nerve Fibers, Myelinated
A11.671.501.512.560.......cc0ccumriiririieieiriincienes Myelin Sheath
A11.671.501.512.560.550........cccemererrieiainiaieieaieens Neurilemma
A11.671.501.512.560.700........c.cccemiuerriieeiirieieeienns Ranvier's Nodes
A11.671.501.756........cccccoeiiiiiii, Nerve Fibers, Unmyelinated
AT1.671.514 i Nerve Fibers, Myelinated

A11.671.514.553 .o Myelin Sheath
A11.671.514.553.640......cccccviveiiiieiieieeene Ranvier's Nodes

AT1.671.543 i Neurites

A11.671.573 e Neurofibrils
A11.671.573.520.......cciiiiiiiiieceeeeeeeee Neurofibrillary Tangles
A11.671.650......cccciiiiiiiiiicieeee Neurons, Afferent
A11.671.650.250.....c.ccceiiiiiieeeeeee e Hair Cells, Auditory
A11.671.650.250.250.....c..ccciiiiiiiiiiieiiieiieeeeeee Hair Cells, Auditory, Inner
A11.671.650.250.315....c.cciieiiiieieieeeeee e Hair Cells, Auditory, Outer
A11.671.650.395.......ccoviiiiieeeeeee Hair Cells, Vestibular
A11.671.650.675......ccccviiiiiiiiiiiieiee Posterior Horn Cells
A11.671.650.675.800........c.ccceevviiieienieieieeeene Substantia Gelatinosa
A11.671.650.850.......ccceeiiiiiiiiiiiiiiiiiee Retinal Neurons
A11.671.650.850.500........c.ccceevveiieieniiieieeieene Amacrine Cells
A11.671.650.850.625........cccoiiiiiiiiiiiiiieeieeee Photoreceptor Cells

A11.671.650.850.625.660..........cccuveeerrieeaiiieeniieeanns Photoreceptor Cells, Invertebrate
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A11.671.650.850.625.670........cccccveeeiiieeaiiieeeiieeenns Photoreceptor Cells, Vertebrate
A11.671.650.850.625.670.049........cceiiiiiiiiiiaiiiieiieeees Photoreceptor Connecting Cilium
A11.671.650.850.625.670.100........ccccvvremieirenrieeeirieennns Retinal Cone Photoreceptor Cells
A11.671.650.850.625.670.237.......oeeiiieieiiiiieaiiee e Retinal Photoreceptor Cell Inner Segment
A11.671.650.850.625.670.375....ccccceiviiriiiiiieiieeieesieeee Retinal Photoreceptor Cell Outer Segment
A11.671.650.850.625.670.375.500........cccrerieieiiaiiieiieieeanene Rod Cell Outer Segment
A11.671.650.850.625.670.650........cccccvvreeiiereiiieeeiiieennns Retinal Rod Photoreceptor Cells
A11.671.650.850.625.670.650.650........ccccrereeieurriiniiieieeanene Rod Cell Outer Segment
A11.671.650.850.750........ccccmiuereiiriieeiiieeeiiieeens Retinal Bipolar Cells
A11.671.650.850.875........cciiiiiiiiiiiaeiieeeeeee Retinal Ganglion Cells
A11.671.650.850.937......ccociiiiiiiieiieeceeene Retinal Horizontal Cells

A11.671.650.915. ... Sensory Receptor Cells
A11.671.650.915.500........ccccmiuieiriieeeiiieeeiieeeenns Chemoreceptor Cells
A11.671.650.915.500.530.....cc0cceriereeieieiaeiesieniens Neuroepithelial Cells
A11.671.650.915.500.530.550.......ccccviuireeiiieeniieeeiieeennns Neuroepithelial Bodies
A11.671.650.915.500.540........ccceiiieiiiiiaiiiiieaieeees Olfactory Receptor Neurons
A11.671.650.915.500.600.......ccccceviemmieiiiiiiiiieeiienns Paraganglia, Nonchromaffin
A11.671.650.915.500.600.050.......ccccervererreeieriainienieienas Aortic Bodies
A11.671.650.915.500.600.150.......cccccerurruerieiririnienreennas Carotid Body
A11.671.650.915.500.600.350.......cccervererreeeariaiinienieieneas Glomus Jugulare
A11.671.650.915.500.600.360........cccviermririianiieiieeniieee. Glomus Tympanicum
A11.671.650.915.500.800........cccemerurreeieinieaiiaienieens Taste Buds
A11.671.650.915.750........cccomieeiiiieeiiieeeiieeens Mechanoreceptors
A11.671.650.915.750.300........ccemimieaiiiiaaiiieeaiieeees Golgi-Mazzoni Corpuscles
A11.671.650.915.750.425........cccoviriiiiiiiiiiaeee Merkel Cells
A11.671.650.915.750.500........cccemiriieieiniiiseiene Muscle Spindles
A11.671.650.915.750.600........cccccveeeiiireaiiieeciieeanns Neuroepithelial Cells
A11.671.650.915.750.600.350.......cccervererreeianiniinienieieneas Hair Cells, Auditory
A11.671.650.915.750.600.350.350......ccccemurirriiiiiiiienieenieene Hair Cells, Auditory, Inner
A11.671.650.915.750.600.350.365........ccciueeemieriaiiaieieeeeeeene Hair Cells, Auditory, Outer
A11.671.650.915.750.600.675.......ccoccerirerieieirinicnreeenas Hair Cells, Vestibular
A11.671.650.915.750.700........ccciiieeaiiiieaiiieeeiiee s Pacinian Corpuscles
A11.671.650.915.750.750........cccoiiiieeiiireeiiieeeieee s Pressoreceptors
A11.671.650.915.750.780........ceiiiieeaiiiieaiiee e Pulmonary Stretch Receptors
A11.671.650.915.875.......ccciiiiieeiiieecee e Nociceptors

A11.671.650.915.937 ... Photoreceptor Cells
A11.671.650.915.937.650........cccccivieeiiireeiieeeciieeenns Photoreceptor Cells, Invertebrate
A11.671.650.915.937.670........ceiiiiiiiiiiieaiie e Photoreceptor Cells, Vertebrate
A11.671.650.915.937.670.049........ceiiiiiiiiiieiieieeeen, Photoreceptor Connecting Cilium
A11.671.650.915.937.670.100........ceiiiiireiiiiieaieeeieee s Retinal Cone Photoreceptor Cells

A11.671.650.915.937.670.237....cccuveiiiiiiiiiieiieeeeee Retinal Photoreceptor Cell Inner Segment
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A11.671.650.915.937.670.375....cccoeeiiiiiiiiiieieeeeeee Retinal Photoreceptor Cell Outer Segment
A11.671.650.915.937.670.375.500........cccererieiaiaiiieiieieeeene Rod Cell Outer Segment
A11.671.650.915.937.670.650........cccccvreeiiireiiieeeiiieeenns Retinal Rod Photoreceptor Cells
A11.671.650.915.937.670.650.650........cccererieieiaiiriieieeaeene Rod Cell Outer Segment
A11.671.650.915.968........ccccciveeiiieeiiieeeiieeens Thermoreceptors
A11.671.655....... Neurons, Efferent
A11.671.655.500.......cccccveiiiiiiiieieneeene Motor Neurons
A11.671.655.500.050.........cccviiiiiiiiiiiiiicieee, Anterior Horn Cells
A11.671.655.500.525........c.ccveiiiieeieeeceeen Motor Neurons, Gamma
AT1.671.685...cciiiiiieieieeeee Neuropil
A11.671.685.550........ccccciuireiiiieeiiieeeiiieeens Neuropil Threads

AT1.671.693 ... Nissl Bodies

AT1.671.738 e Nitrergic Neurons

AT1.671.784 i Purkinje Cells

AT11.671.790. ..o Pyramidal Cells

A11.671.895. . Serotonergic Neurons
AT11.690......ciiiiiiiiiiiee e Oxyphil Cells

AT1.700..c i Pancreatic Stellate Cells

ATT.710. e Pericytes

AT1.733 e Phagocytes

A11.733.397 e Macrophages
A11.733.397.300.....ccceieiieieceeeee e Epithelioid Cells
A11.733.397.368.....ccciiiriiiiriiieeeee Foam Cells

A11.733.397.376. ..o Giant Cells, Foreign-Body
A11.733.397.380.....ccciiiiiiiiiieieeeeeeeee Giant Cells, Langhans
A11.733.397.385.....ciieeeeeeeee e Histiocytes
A11.733.397.588.....c.ceeveeiereeiee e Kupffer Cells
A11.733.397.600........cceiiiiiaiiiaeiiiee e Macrophages, Alveolar
A11.733.397.630.....ccciiiiiiiiiiiieeeeeeeee Macrophages, Peritoneal
A11.733.397.815. ..o RAW 264.7 Cells

AT1.733.547 oo Monocytes
A11.733.547.500........cciiiiiiiiieiieeeeeeeee Monocytes, Activated Killer
A11.733.689...ccciiieeiieeee e Neutrophils

AT1.750. i Plant Cells

AT1.760..c i Prokaryotic Cells
AT1.789.iie e Protoplasts

AT1.828..ciiiiiiiieeee Reed-Sternberg Cells
AT1.868...ciieeiiieeieeee e Spheroplasts

AT1.870. e Spores

A11.870.700.........cccooiii Spores, Bacterial

A11.870.710.c..ciiiieiiiieeee e Spores, Fungal
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A11.870.740.....ccieeieeeee e Spores, Protozoan
A11.870.740.600........ccciieiiiiiieeeeeee e Oocysts
A11.870.740.600.800........ccccmiureerrieeeiiieeeniieeeennes Sporozoites
A11.870.740.800........cceieiiiiiieeeeeee e Schizonts
A11.870.740.800.500........c.ccveeerieeieieceeene Merozoites
A11.870.740.900........ccemiiieiiieeiiee e Trophozoites

AT1.872. e Stem Cells
AT11.872.040......ccciiiiieiiieeeeeeee Adult Stem Cells
A11.872.040.500........ccccmiereeiieeeiiieeeiiieeens Induced Pluripotent Stem Cells
A11.872.205. ... Endothelial Progenitor Cells
A11.872.220.....ccciiiiiiieeiiieeeee Fetal Stem Cells

AT1.872.378.ccceeee e Hematopoietic Stem Cells
A11.872.378.270...c..cceiiiiiiiiiieeeieeeeee Hemangioblasts

A11.872.378.294 ... Lymphoid Progenitor Cells
A11.872.378.294.500........cccciiiiiiiiiiieeiee e Precursor Cells, B-Lymphoid
A11.872.378.294.750........cciiiiiiiiiaiiieeeieeee Precursor Cells, T-Lymphoid
A11.872.378.294.750.800........cccerirueeiieiniiiareerens Thymocytes
A11.872.378.590.......cceiiiieiieiieeiiee e Myeloid Progenitor Cells
A11.872.378.590.635........cciiiiiiiiiieiieee e Granulocyte-Macrophage Progenitor Cells
A11.872.378.590.635.500........ccciiimeeaiiiieiiiieeaiieees Granulocyte Precursor Cells
A11.872.378.590.635.875......cccviiiiiiieiieiiie e Monocyte-Macrophage Precursor Cells
A11.872.378.590.817 ..o Megakaryocyte-Erythroid Progenitor Cells
A11.872.378.590.817.250......ccccuiiiiiiiieiieiiie e Erythroid Precursor Cells
A11.872.378.590.817.625........cciiiiiaiiiiieeiiee e Megakaryocyte Progenitor Cells
A11.872.590........ciieiiieeiiee e Multipotent Stem Cells
A11.872.590.500........ccemiireaieaeiiiee e Mesenchymal Stromal Cells
A11.872.645.....ceiiiiiiieeeee Myoblasts
A11.872.645.470.........ccccoiiiiiil Myoblasts, Cardiac
A11.872.645.500.......ccc0ceiiiiiiiiiiiiieiesee Myoblasts, Skeletal
A11.872.645.500.700.......cccceierieieeieieieeneneeas Satellite Cells, Skeletal Muscle
A11.872.645.510.....ccciiiiiiiiiiieiieeeee Myoblasts, Smooth Muscle
AT11.872.650......ceiiiiiiiiieeiee e Neoplastic Stem Cells
A11.872.650.500.......cc0emimiiiiiiiiiiiieieeiieene Embryonal Carcinoma Stem Cells
A11.872.653. ... Neural Stem Cells
A11.872.700.......c.cceeiiieeiiee e Pluripotent Stem Cells
A11.872.700.250........cciiiiiieiiieeiiiee e Embryonic Stem Cells
A11.872.700.250.130......ccciiieiiiieieieeeeceeeene Blastomeres
A11.872.700.250.260.......ccceuereerieieieieieeieneeieeas Embryoid Bodies
A11.872.700.250.500........ccciiiiiieiieiieeiee e Embryonal Carcinoma Stem Cells
A11.872.700.250.625........ccoiiiiiiiiieeiiieeeeee Embryonic Germ Cells

A11.872.700.250.750.....cc.ceiiiiiiiiieiie e Human Embryonic Stem Cells
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A11.872.700.250.875.....cceiiiiiiieeeeieeeeee e Mouse Embryonic Stem Cells
A11.872.700.500........ccemmireiiieeiiiee e Induced Pluripotent Stem Cells
AT1.872.785...ccceeeeeeeeee e Side-Population Cells
AT1.872.870..ccc i Totipotent Stem Cells
AT11.900....c.cc i Thymocytes
A2 Fluids and Secretions
A12.098......cciiiiiie e Amniotic Fluid

A12.200....c e Bodily Secretions

A12.200.087 ..ot Bile

A12.200.147 ..o Cerumen

A12.200.194 ..o Colostrum
A12.200.250......ccceieieieieieeeeeeee Dander
A12.200.307....coeiiieiiieeieee e Gastric Juice
A12.200.307.603.....cceiemieiiiiiieeieeeeee e Gastric Acid
A12.200.390......ccciiiiiiiieiiee e Intestinal Secretions
A12.200.455......ccciiiiiiiieeee Milk

A12.200.467 ..ot Milk, Human
A12.200.503.....cccuiiiiiieieee e Mucus
A12.200.503.339.....ccciiiiiiiieeee e Cervix Mucus
A12.200.567.....ccceiiiiiiiiic e Pancreatic Juice
A12.200.666.........ccueeerieiiriiriiieeeiene Saliva
A12.200.702...cciiiiieieieieeeeee Sebum
A12.200.732....ccciiieiiie e Semen
A12.200.769....ccueieeiieeeee e Smegma
A12.200.808........ceeeiiireeiieee e Sputum
A12.200.849......cciiiiiiiiieeee Sweat
A12.200.882......cceiiiiiiieiiee e Tears
A12.200.935......ccoiiiii Venoms
A12.200.946......ccoeviiiiiiiee e Vernix Caseosa

AT12.207 oo Body Fluids

A12.207. 119 it Ascitic Fluid

A12.207 152 Blood
A12.207.152.200.....c.cccmiiiiinriieeeeee e Fetal Blood
A12.207.152.693.....ceiiieiiieeeeee e Plasma
A12.207.152.693.600.......cccccumrimririicieinicnenena Platelet-Rich Plasma
A12.207.152.846.....c.ocoieieiiieeeee e Serum
A12.207.152.846.500........c.ccceeveiiiienieeceeene Immune Sera
A12.207.152.846.500.203........ccceieiiieieiiiae e Antilymphocyte Serum
A12.207.180. ..o Body Fluid Compartments
A12.207.200......ccceieeieieiieseeeeeae Body Water

A12.207.270..ccccceieeeie e Extracellular Fluid
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A12.207.270.040......c..cceiiireeie e Aqueous Humor
A12.207.270.210..cccceeeeeeeeeee e Cerebrospinal Fluid
A12.207.270.300.....ccccmiereeiiieieeiieeieesieene Extravascular Lung Water
A12.207.270.340..cc.ceeieeieieeeee e Follicular Fluid
A12.207.270.517 oo Labyrinthine Fluids
A12.207.270.517.324 ..o Endolymph
A12.207.270.517.878....c.ociiiiieieiiceeiee e Perilymph
A12.207.270.606........ccoeieiiiieiiieeeece e Lymph
A12.207.270.606.350.......c.ccccemrimririeeieiniineniene Chyle
A12.207.270.657 ..o Pericardial Fluid
A12.207.270.695.....c.ocoveiiiiiirerceeee e Plasma
A12.207.270.695.600.......ccccoeruiieiiieicieeieeieeeeas Platelet-Rich Plasma
A12.207.270.847 ..o Synovial Fluid
A12.207.515. i Intracellular Fluid
A12.207.7270 oo Nipple Aspirate Fluid
A12.207.927 .ot Urine

A12.383.. e Exudates and Transudates
A12.383.200......cceieieieiieiieeieeeeeae Cyst Fluid
A12.383.250......cciiiiiiiiiinieceeee Dentinal Fluid
A12.383.500.......cceeeiiiieaiiee e Gingival Crevicular Fluid
A12.383.800......cccceiiiiieieieeeeeeen Subretinal Fluid
A12.459. i Feces
A12.459.529.....ccciiiiiiiiie e Meconium
A12.459.764......oiiieeieieeeee Melena

A12.519. i Gastrointestinal Contents
AT12.580...cciiiieiieiiee e Hyalin
A3 Animal Structures
A13.048.....ooiiii Air Sacs

A13.073. e Anal Sacs

A1B.077 oo Animal Fins

A13.079. e Animal Shells

A13.093 .. Arthropod Antennae
A13.114 e Beak
A1B163.. Bursa of Fabricius

A13.223. e Cloaca

A1B.242. i Comb and Wattles
A13.246...cccciieeeieeeee e Compound Eye, Arthropod
A13.250... i Corpora Allata
AT13.265...cccciieeeie e Crop, Avian

AT13.316. i Egg Shell

A13.332. i Electric Organ
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A13.350..c i Embryo, Nonmammalian
A13.350.150..cc0ciiiiieieieiee e Chick Embryo
A13.350.575.....ccciiieiieiee e Chorioallantoic Membrane
AT13.365.eiiieiee e Fat Body

A13.370. e Feathers

A13.395. Forelimb
A13.395.248.......coiieieeee e Carpus, Animal
A13.395.823.....cccciiiii Wings, Animal
A13.408.....eeiiiiiiiiiieee Ganglia, Invertebrate
A13427 i Gills

A13.445. i Harderian Gland

A13.449 i Head Kidney

A13.453 . Hemolymph
A13.4B3...ciiieee e Hepatopancreas
A134B8.....eeiiiiiiiiiee High Vocal Center
AT3AT3 e Hindlimb
AT13.473.683...c.ciiiiiiieiieeeee Stifle

A13.473.821 e Tarsus, Animal
A13.497 Hoof and Claw

A1B.507 ..o Horns
A13.507.288......cceiviiiieeiiieeeee e Antlers

A13.518. e Imaginal Discs

A13.530.. e Interrenal Gland
A13.564....ciiiiieee e Lateral Line System
A13574 i Malpighian Tubules
A13.589...ciiiie e Mammary Glands, Animal
A13.600......ccciiiiiiiiee e Metrial Gland

A1B.647 Mushroom Bodies
A13.655.. i Nematocyst
A13.660......ceeiiiiieeieie e Nictitating Membrane
A13.686...ccccvieeciiieeiiie e Optic Lobe, Nonmammalian
AT13.706...coeiieieieieeee e Oviducts
A13.706.500........cccemireeiiiee e Fallopian Tubes
A1B.734 Perianal Glands

AT13.750. e Photoreceptor Cells, Invertebrate
AT13.81T i Salt Gland
A13.820.....cciiiieiieee e Scent Glands

A13.825.. i Sensilla
A13.853..c e Stomach, Avian
A13.853.363...c.cciiiiieieieee e Gizzard

A13.853.710. .. Proventriculus
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A13.869.....cciiiiiiic e Stomach, Ruminant
A13.869.106........coeiiiiiiiiiiiiie e Abomasum

A13.869.524 ..o Omasum

A13.869.697 ..ot Reticulum
A13.869.804......cciiiiiiieee Rumen

A13.895... i Tail
A13.939..cii Ultimobranchial Body
A13.950......ciiiiiiii Vibrissae
AT13.970.ciiie Wool

Al e Stomatognathic System

AT4A94 i Cheek
AT14.363...iiiiiiiee Facial Muscles

A14.527 e Jaw

A14.521.125. Alveolar Process
A14.521.125.800.......cccciiiiinriiieesenees Tooth Socket
A14.521.320...ccciiiiiieiieeeeeeee Dental Arch
A14.521.632...cccciiiiiiiiiiieeeee Mandible
A14.521.632.300.....c.ccccieiiiiiieieeee e Chin
A14.521.632.600.......ccc0cmmiiiiiiiiiiieeieeiene Mandibular Condyle
A14.521.645.....coiiiiiiiiiece Maxilla
A14.521.658......cciiiiiiiiiiiiicee Palate
A14.521.658.660........cccciveuiiiieiiiieeeeaeens Palate, Hard
AT14.530..cccciiiiiiiiiieee e Masticatory Muscles
A14.530.630.....ccccceiiiiiiiiiiie e Masseter Muscle
A14.530.790.....ccciiiiiiiiee e Pterygoid Muscles
A14.530.940......cooiiiiiiie e Temporal Muscle
AT4.549 i Mouth

AT4.549167 .o Dentition
A14.549.167.229.....cociiiiiiiiceeee e Dentition, Mixed
A14.549.167.237 ..o Dentition, Permanent
A14.549.167.646.......ccoveieieieeeeeen Periodontium
A14.549.167.646.094.........cociiiiiiiiiiiee, Alveolar Process
A14.549.167.646.094.800........ccccoirmerieieiriiriarerens Tooth Socket
A14.549.167.646.267 .....c..oeoceiiiiiiieiiicece Dental Cementum
A14.549.167.646.374.....c.ocviiiiiiieeieee Epithelial Attachment
A14.549.167.646.480.......ccccviiiiieieeeeeeee Gingiva
A14.549.167.646.700..........cccvveeriieeeiiieeeiieeeens Periapical Tissue
A14.549.167.646.7710 .coiiiiiiie e Periodontal Ligament
A14.549.167.860........cccviiiriiririceeeeees Tooth
A14.549.167.860.150.......ccccererriiieieieeeieneeieeas Bicuspid

A14.549.167.860.200........cccccriiiiiiiniiiinienne Cuspid



2016 MeSH Tree Hierarchy

Tree location

A14.549.167.860.425.......ccoccviiiriiicieiecncee Incisor
A14.549.167.860.525.......cooiiiieiieieeee e Molar
A14.549.167.860.525.500........ccccriruerieiriiiirinrenenns Molar, Third
A14.549.167.860.700.......ccccerereeieieeeieneieneas Tooth, Deciduous
A14.549.167.860.700.500........ccccmuirmerieininiirinrerenns Natal Teeth
A14.549.167.860.715....c.ociieiiieieeeeeee e Tooth, Unerupted
A14.549.167.900........cccciiireeiieeeeiieeeciieeens Tooth Components
A14.549.167.900.250........cccciiiiiiiiiiiiee e, Dental Cementum
A14.549.167.900.255.......cccviiiiieeeeeceeee Dental Enamel
A14.549.167.900.255.500........cccemerierieieiniaiesienieens Dental Pellicle
A14.549.167.900.260.......cccccemimrrrieciriiniireniena Dental Pulp
A14.549.167.900.265.......ccoceiuiieieieieeeeneeiees Dental Pulp Cavity
A14.549.167.900.280.......cccccvmririeiieeriniirenenas Dentin
A14.549.167.900.280.280........cccoevveeeieeeeeeeeeeeeeeeeeeeae Dentin, Secondary
A14.549.167.900.700.......cccctiirririeerrinirenrenne Tooth Cervix
A14.549.167.900.710....cccieeueieiaieieeieeee e Tooth Crown
A14.549.167.900.720.......ccocciiriaririeeieinineniene Tooth Germ
A14.549.167.900.720.250......c.ccceiiieieieiaiaieaieaieens Dental Papilla
A14.549.167.900.720.255......ccccceriiiiiiieiniiiareees Dental Sac
A14.549.167.900.720.265........ccoeieiiieieiaiaeaeeeene Enamel Organ
A14.549.167.900.750.......cc0ccviriaririicieinieneniee Tooth Root
A14.549.167.900.750.700......ccccererrrieieiaiaiesieieeeens Tooth Apex
A14.549.336......cciiiiiiiiiieee Lip
A14.549.336.505........ccciiiriiieeeeee e Labial Frenum
A14.549.441 i Mouth Floor

A14.549.512. ..o Mouth Mucosa
AT4.549.617 .oeiiiiiiiiiecee Palate
A14.549.617.623......cccviiiiiiiiiciieee Palatal Muscles
A14.549.617.660........cccvvriiinriicinerees Palate, Hard
A14.549.617.780..c..cciiieieiieeeeee e Palate, Soft
A14.549.617.780.729....c.occviiiiiiieieie e Uvula
A14.549.760........coiiiiiiiiieeieeeeeeee Salivary Glands
A14.549.760.464........ccocoviiiiiiceee Parotid Gland
A14.549.760.640.......cceieiiiiiieceeeee e Salivary Ducts
A14.549.760.650......cccuemiiiiiiiiieiieeieaee Salivary Glands, Minor
A14.549.760.687 .....ceeieneieiiieeeee e Sublingual Gland
A14.549.760.812.....ccciiiiiiieeceeeeee e Submandibular Gland
A14.549.760.906.......cccoeeiiiiiiiiiiiiieiieeiee von Ebner Glands
A14.549.885........coeiiiiiiiie e Tongue

A14.549.885.431 ..o Lingual Frenum

A14.549.885.779......ccciiiiiiic Taste Buds
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ATAT24. oo, Pharynx
A14.724.490........ooiiiiiiiieeee e Hypopharynx

AT4.724.557 ..o Nasopharynx
A14.724.557.500........cccciiiiiiiiieeeeeeees Adenoids
A14.724.603.....c.ooeeeieee e Oropharynx
A14.724.603.925........cocieiiiieeeee e Palatine Tonsil

A14.724.617 .o Pharyngeal Muscles
A14.724.617.360........ccoiiiieiiiciieeeiieeee Esophageal Sphincter, Upper
A14.724.617.680......ccccoeiieiiiiiiiiieeeee Velopharyngeal Sphincter

AT4.907 ..o Temporomandibular Joint
A14.907.900........ccceiiireeiiee e Temporomandibular Joint Disc
A5 Hemic and Immune Systems

AT15.145 i Blood

A15.145.229..ccciiiiiiieeee Blood Cells
A15.145.229.093.....c.ociiiiiiiiieeeee e Blood Buffy Coat
A15.145.229.188.....ceiiiieiiiieeeeee e Blood Platelets

A15.145.229.334 ..o Erythrocytes
A15.145.229.334.270.....coeiiiiiiiiiee e Erythrocyte Membrane
A15.145.229.334.330....ccueiiiiiiiieeeee e Erythrocytes, Abnormal
A15.145.229.334.330.100......c.cccereeririeieinieae e Acanthocytes
A15.145.229.334.330.340......cccviiiieiieiieeee e Erythrocyte Inclusions
A15.145.229.334.330.340.335......cceiiiiiiiieeeee e Heinz Bodies
A15.145.229.334.330.531....ccocuiiiiiiiiiiiiies e Megaloblasts
A15.145.229.334.330.802......cccceiuriieieieieieeie e Spherocytes
A15.145.229.334.760.....c..ccoviiiiiiiieiiee e Reticulocytes
A15.145.229.480........cciiiiiieiiiiiiee e Hemocytes

A15.145.229.637 ..c..eoeiiiiiiiieeee e Leukocytes

A15.145.229.637.415. ... Granulocytes
A15.145.229.637.415.120.....cceiiriiiiicieiicieereee Basophils
A15.145.229.637.415.345.....ocuiiiiiiiiiee e Eosinophils
A15.145.229.637.415.583......cccciriiiiicieiii i Neutrophils
A15.145.229.637.555.......ociiiiiiiiieeiee e Leukocytes, Mononuclear
A15.145.229.637.555.283......ccciiiiiiiieiieeee e Cytokine-Induced Killer Cells
A15.145.229.637.555.283.500.......cceertereeieieiieiinienieeenea Killer Cells, Lymphokine-Activated
A15.145.229.637.555.283.750.....c0ceiviiiiiiiieiie e Monocytes, Activated Killer
A15.145.229.637.555.283.875......cccvieiieiiieieiee e T-Lymphocytes, Cytotoxic
A15.145.229.637.555.567......cccviiiiiiiiiiiiiie e Lymphocytes
A15.145.229.637.555.567.537 ....c.ccueiueiieeieieieeeieeie e Killer Cells, Natural
A15.145.229.637.555.567.537.500......c.ccervirriiiiiiiieiieneen Killer Cells, Lymphokine-Activated
A15.145.229.637.555.567.550.......cccccerueieeieieiainienenienea Lymphocyte Subsets

A15.145.229.637.555.567.550.450......cc.cceiiiriiiiieiiieiiee B-Lymphocyte Subsets
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A15.145.229.637.555.567.550.450.300.......ccccvemriiriiiiieiieeieeeenn B-Lymphocytes, Regulatory
A15.145.229.637.555.567.550.500........ccccrerieieiiiniiieiceeeene T-Lymphocyte Subsets
A15.145.229.637.555.567.550.500.200........cccceimriiriiiiieiieeieenenenn T-Lymphocytes, Cytotoxic
A15.145.229.637.555.567.550.500.400........ccceiiureeiiiiiaiiiiiaeiiieaeas T-Lymphocytes, Helper-Inducer
A15.145.229.637.555.567.550.500.400.500.........ccoecmrrririerieiainineanns Th1 Cells
A15.145.229.637.555.567.550.500.400.750......ccoccueuerierierieiieieieiaeanens Th2 Cells
A15.145.229.637.555.567.550.500.400.770......ccoccvvmreririerieieinineanns Th17 Cells
A15.145.229.637.555.567.550.500.700.......cc0creremriieaieieeieeeaeeienes T-Lymphocytes, Regulatory
A15.145.229.637.555.567.562.......ccoccevireireeieiiinieneeaa B-Lymphocytes
A15.145.229.637.555.567.562.200........ccccierieieriaiieiieeeeeene B-Lymphocyte Subsets
A15.145.229.637.555.567.562.200.300........ccccvemrieriiiiienieiieeennn B-Lymphocytes, Regulatory
A15.145.229.637.555.567.562.725......cccceieieieiiiiceeee Plasma Cells
A15.145.229.637.555.567.569.......ccoccerireerieieieinenieena T-Lymphocytes
A15.145.229.637.555.567.569.200........ccccrerieieiiaiinieieieeaiene CD4-Positive T-Lymphocytes
A15.145.229.637.555.567.569.200.400........cccceemirimieiiiieiieeieenienn T-Lymphocytes, Helper-Inducer
A15.145.229.637.555.567.569.200.400.500.........cceeererrerierierieiaiaeanins Th1 Cells
A15.145.229.637.555.567.569.200.400.750......c.c0ccvvmreririerieieinineanns Th2 Cells
A15.145.229.637.555.567.569.200.400.770......ccocoeeereieierieiieieiaeaneas Th17 Cells
A15.145.229.637.555.567.569.200.700........cccveiriiiiiiiieiieeieeinenn T-Lymphocytes, Regulatory
A15.145.229.637.555.567.569.220........cceierieieiiiiiiiieeeeee CD8-Positive T-Lymphocytes
A15.145.229.637.555.567.569.220.200........ccccvemriiieeiiieiieeieeienn T-Lymphocytes, Cytotoxic
A15.145.229.637.555.567.569.360........cccruerieieiiiriniiieieeaeee Natural Killer T-Cells
A15.145.229.637.555.567.569.500.........ccciuvirriiiiiiiieiienieene T-Lymphocyte Subsets
A15.145.229.637.555.567.569.500.200........c0civeeeurireaieieeieeeeeeienes T-Lymphocytes, Cytotoxic
A15.145.229.637.555.567.569.500.400........cccceemiriireiiiiiiiiiieenennnn T-Lymphocytes, Helper-Inducer
A15.145.229.637.555.567.569.500.400.500.........ccceererrerirrieriaiaiaeanins Th1 Cells
A15.145.229.637.555.567.569.500.400.750......c.c.ccvemreririerieieininianns Th2 Cells
A15.145.229.637.555.567.569.500.400.770......ccocoeeereieieieeiieieeaeanens Th17 Cells
A15.145.229.637.555.567.569.500.700........ccccveiriiniiiiieiieeieeninnn T-Lymphocytes, Regulatory
A15.145.229.637.555.567.584.......cociiiiiiiieieieeeea Lymphocytes, Null
A15.145.229.637.555.567.650........cccviiiiiiiieiieiieesen Lymphocytes, Tumor-Infiltrating
A15.145.229.637.555.652.....ccueieieeiieieieiaieaie e Monocytes
A15.145.229.637.555.652.500........cccmiiriiiiieiieiieeiieen Monocytes, Activated Killer
A15.145.300......cciieieieiieieeeeeee Fetal Blood

A15.145.693......ccoiiiiiieieeee e Plasma

A15.145.693.600.......ccc0ceiiiiiiiiiiiiiiieee Platelet-Rich Plasma
A15.145.846......ccoiiiiiiiiieeee Serum

A15.378.cciee e Hematopoietic System
A15.378.316....ccciieiiieeeeeeeee e Bone Marrow Cells
A15.378.316.340.....c.ceiiiiieiieieee e Granulocytes

A15.378.316.340.350.....c..cciiiiiiiiiiieiiiee e Granulocyte Precursor Cells
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A15.378.316.378...ccceeeeeeeeeee e Hematopoietic Stem Cells
A15.378.316.378.550........cciiiiiiiiiiieeiiieeeiee e Lymphoid Progenitor Cells
A15.378.316.378.590.....c..ceiiiiiiiiiieiieee e Myeloid Progenitor Cells
A15.378.316.378.590.675.......oceiiiieiiiiieeiiie e Granulocyte-Macrophage Progenitor Cells
A15.378.316.378.590.675.500........cccviiriiiiieieiieeiieeen Granulocyte Precursor Cells
A15.378.316.378.590.675.750.......cceiiiiieiiiiieaiieeeeieeees Monocyte-Macrophage Precursor Cells
A15.378.316.378.590.837.....ccoiiiiiiiiieiieee e Megakaryocyte-Erythroid Progenitor Cells
A15.378.316.378.590.837.250.......cceiiiieaiiiiieaieeeieeees Erythroid Precursor Cells
A15.378.316.378.590.837.250.200........ccccrermririrriirirerereene Erythroblasts
A15.378.316.378.590.837.250.200.500.......cc0coveeeurrieaieaieiieeeeeieees Megaloblasts
A15.378.316.378.590.837.625........ceiviiiiiiiieieeeee Megakaryocyte Progenitor Cells
A15.378.316.479...cciiiiiiieeieceee e Megakaryocytes
A15.378.316.580......cccuiiriiiiiiiieiieeieeeiee Monocytes
A15.378.316.790.....c.eeiieiieiieeceee e Reticulocytes
A15.382..ciiiie Immune System

A15.382.032...cciiiiiiiee e Antibody-Producing Cells
A15.382.032.438......ccciiiiiiiiiiieeee e B-Lymphocytes
A15.382.032.438.450........cceiiiiiiiiiiaiiieeeee e B-Lymphocyte Subsets
A15.382.032.438.450.300.......ccc0emmieiiieiiieiie e B-Lymphocytes, Regulatory
A15.382.032.438.725.....c.ccciiiiieieeeee e Plasma Cells
A15.382.066........ceeiiiiiiieiiieiie e Antigen-Presenting Cells
A15.382.066.270.....c.cciieieiiiiiieeeeeee e Dendritic Cells
A15.382.066.270.500........ccccriiiiiiieiieenie e Langerhans Cells
A15.382.066.275.......cccceeiiiiiiiiiiL Dendritic Cells, Follicular
A15.382.216.....cccuiiiiiiieieeeeee Bone Marrow
A15.382.250.....cccciiiiiiiiii Enterochromaffin Cells

A15.382.370. ..o Immunological Synapses
A15.382.490........coiiiiiiiieeee e Leukocytes
A15.382.490.315.....coiiiiiiiiiieee e Granulocytes
A15.382.490.315.120....c.ccieueriiieieieieeee e Basophils

A15.382.490.315.257 ..o Eosinophils
A15.382.490.315.583....c.ccuiiieiiiiieieeeeee e Neutrophils
A15.382.490.555......ccciiiiiiiiieeee Leukocytes, Mononuclear
A15.382.490.555.283......cceiuiiiieieeee e Cytokine-Induced Killer Cells
A15.382.490.555.283.500.......cc00emmiiiiieiiieiiiiieeees Killer Cells, Lymphokine-Activated
A15.382.490.555.283.750.......cccoveeeeeeieeeeeeeeeee, Monocytes, Activated Killer
A15.382.490.555.283.875......ccciiiiiiiieiieeee e T-Lymphocytes, Cytotoxic
A15.382.490.555.567....c.ccviueieiieiiieieeeie e Lymphocytes

A15.382.490.555.567.537 .....cceririiriiiiieiniieareees Killer Cells, Natural
A15.382.490.555.567.537.500.......ccccemuereeieieiaiinienienieneas Killer Cells, Lymphokine-Activated

A15.382.490.555.567.550.......ccc0cmmieiieiiiiiienieeieeans Lymphocyte Subsets
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A15.382.490.555.567.550.300.......ccccmiermririiaiiieiieeiieenn B-Lymphocyte Subsets
A15.382.490.555.567.550.500.......ccceruerurrieiariniinienieneeneas T-Lymphocyte Subsets
A15.382.490.555.567.550.500.200......c..ccemurirrieiieirieiienieenes T-Lymphocytes, Cytotoxic
A15.382.490.555.567.550.500.400.........cccmiureeiiiiraaiiiiaaiieaens T-Lymphocytes, Helper-Inducer
A15.382.490.555.567.550.500.400.900........c.ccererriirinrieeieinienes Th1 Cells
A15.382.490.555.567.550.500.400.905.......ccocreremrieeaieaieieeieeeienes Th2 Cells
A15.382.490.555.567.550.500.400.915.......cccirerirnriniiniieeieeeiees Th17 Cells
A15.382.490.555.567.550.500.700........cccererieieiainiiieeeeenene T-Lymphocytes, Regulatory
A15.382.490.555.567.562.......cccceuiiiiiiiiiiiiiiieeies B-Lymphocytes
A15.382.490.555.567.562.450.......ccccemeriereieieinieneiena B-Lymphocyte Subsets
A15.382.490.555.567.562.450.300.........cccnmirriiiiiiiieiienieenn B-Lymphocytes, Regulatory
A15.382.490.555.567.562.725.......ccoceienieeieieieeeeiena Plasma Cells
A15.382.490.555.567.5609.......cccceuiiiiiiiiiiiiiieeees T-Lymphocytes
A15.382.490.555.567.569.200.......ccceruererrieieiaiinienienieneas CD4-Positive T-Lymphocytes
A15.382.490.555.567.569.200.400.........cccnmirrieiiiiiienienieene T-Lymphocytes, Helper-Inducer
A15.382.490.555.567.569.200.400.900........c0crereuerreaienieieeeeeeienns Th1 Cells
A15.382.490.555.567.569.200.400.905.........ccceriririnrinriecieinieees Th2 Cells
A15.382.490.555.567.569.200.400.915.......ccuiiiiiiiiiieieeeeeeeiees Th17 Cells
A15.382.490.555.567.569.200.700......c..ccenmirreaiieiiienienieenn T-Lymphocytes, Regulatory
A15.382.490.555.567.569.220.......cccceruereerieieniaienienieienas CD8-Positive T-Lymphocytes
A15.382.490.555.567.569.220.200.........cccmurirmieiieiiieiienieene T-Lymphocytes, Cytotoxic
A15.382.490.555.567.569.440.......cccccemeieeiiieieiienieiena Jurkat Cells
A15.382.490.555.567.569.470.......ccocceriruereeieirinenreneanas Natural Killer T-Cells
A15.382.490.555.567.569.500.......ccccemuerurrieieiiniinienieeenea T-Lymphocyte Subsets
A15.382.490.555.567.569.500.200.........cccrurirrieiieirieiienieene T-Lymphocytes, Cytotoxic
A15.382.490.555.567.569.500.400.........cccmireeiiiiraaiiiiaaiieaens T-Lymphocytes, Helper-Inducer
A15.382.490.555.567.569.500.400.900..........ccererrriirinrireeeirienes Th1 Cells
A15.382.490.555.567.569.500.400.905.......ccociererreeiieaiinieeeeeienes Th2 Cells
A15.382.490.555.567.569.500.400.915.......ccciveriririiiiiceeeniees Th17 Cells
A15.382.490.555.567.569.500.700........cccererieiariainieieieeanene T-Lymphocytes, Regulatory
A15.382.490.555.567.622......c.ccemuirueiiieiniiieareeens Lymphocytes, Null
A15.382.490.555.567.650........ccciiiieiiiiiaaiiiieeiiee s Lymphocytes, Tumor-Infiltrating
A15.382.490.555.652......c..cciiiiiiiiieee e Monocytes
A15.382.490.555.652.500........ccccevvieviieiiiiiieieeeeieeien, Monocytes, Activated Killer
A15.382.520.....ccciiiiiiiieiee e Lymphatic System
A15.382.520.150.....cceiemieiiiiiseesieeeeee e Lymph
A15.382.520.150.350......cc0crmririeiieieini e Chyle

A15.382.520.307 i Lymphatic Vessels
A15.382.520.301.500.....c..ccimiiiiiieiieiieeiie e Endothelium, Lymphatic
A15.382.520.301.750....c.cccuerrueieieeieeee e Thoracic Duct

A15.382.520.604.......ccoiiiiiiiiiiieiieeeeee Lymphoid Tissue
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A15.382.520.604.100.......cccccumimririieirininienrennes Adenoids
A15.382.520.604.114...cooiiiiiieeeeeee e Bursa of Fabricius
A15.382.520.604.412....c.ocviiiiiiiieieie e Lymph Nodes
A15.382.520.604.412.500.......ccc0ceiuiiiiiiiiiiiiiieeees Germinal Center
A15.382.520.604.412.500.200.......cccccemimmereeiririnenieeennas Dendritic Cells, Follicular
A15.382.520.604.580.......cccueiueriiiiieieieeiene e Palatine Tonsil
A15.382.520.604.600.........ccceimriiiieiieeiienieeee Peyer's Patches
A15.382.520.604.700.......ccccoereaieiieeeieieaieneneeeas Spleen
A15.382.520.604.750.......ccoccomimririeaiiinineirene Thymus Gland
A15.382.652...c..cciiiiiiiiiieeee Mast Cells
A15.382.680.....cccieiiiiiiieiieie e Phagocytes

A15.382.680.397 ... Macrophages
A15.382.680.397.300.......cccccumririeieeieinienenees Epithelioid Cells
A15.382.680.397.368.......cceeueriiiiiiieieeee e Foam Cells
A15.382.680.397.376....ccceeiiiiiiiiieiieee e Giant Cells, Foreign-Body
A15.382.680.397.380......ccccceeiiiiiiiiiiii Giant Cells, Langhans
A15.382.680.397.385.......ccoiiiiiiiiieeeee e Histiocytes
A15.382.680.397.588.......cceuiriiiiiiiiieeee e Kupffer Cells
A15.382.680.397.600........ccccriiiiiiiiiiieiie e Macrophages, Alveolar
A15.382.680.397.630........cciiiiiiiiiiieeiiee e Macrophages, Peritoneal
A15.382.680.547......ccoiiiiiiiiiiiieeeee Monocytes
A15.382.680.547.500..........cccceeiiiiiiiiii Monocytes, Activated Killer
A15.382.680.689........cccciiiieiiieeiiee e Neutrophils

A15.382.812. i Mononuclear Phagocyte System
A15.382.812.260.....c.cccuciiiirinririieiecees Dendritic Cells
A15.382.812.260.500........ccciimeriiiiiaaiiieeaieees Langerhans Cells
A15.382.812.522.....ccciiiiiiiiiieeee Macrophages
A15.382.812.522.300.......ccccueruiieieieieieeienenieeas Epithelioid Cells
A15.382.812.522.368.......cccciiuiriiieeeieeee Foam Cells
A15.382.812.522.376.......oeiiiiiiiiiieeeeieeeiee e Giant Cells, Foreign-Body
A15.382.812.522.380.....ccciiiiiiiiiieieee e Giant Cells, Langhans
A15.382.812.522.385.......ceiiiiiieeee e Histiocytes
A15.382.812.522.588.......ccociiiiiiiiieeeee Kupffer Cells
A15.382.812.522.600........cccemueeiiiiiaaiiiieaiieeeee Macrophages, Alveolar
A15.382.812.522.630.....c.cciiiiiiiiiieiieee e Macrophages, Peritoneal
A15.382.812.547 ..o Monocytes
A15.382.812.547.500.....c..ccciiiiiiiiieiiieie e Monocytes, Activated Killer
A6 Embryonic Structures

A16.094 ..o Blastomeres

A16.142. e Branchial Region

AT1B.166....eeeiiiieieee e Cleavage Stage, Ovum
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A16.178. e Cloaca

A16.254 ... Embryo, Mammalian
A16.254.500.......ccciiiiiieiiiiee e Blastocyst
A16.254.500.533.......coiiiiiiieeiee e Blastocyst Inner Cell Mass
A16.254.500.766........ccccevuereeiieeeeiieeeiiieeanns Trophoblasts
A16.254.750......ceeiiiiiiiieeee e Extraembryonic Membranes
A16.254.750.147 .o Allantois
A16.254.750.277 ..o Amnion
A16.254.750.473....ccveieiiiiieeeee e Chorion
A16.254.750.473.200.......cccceiiaieieiieieeeieeeeeas Chorionic Villi
A16.254.750.981.....cviiiiiiiiieceeee e Yolk Sac
A16.331..cci Embryo, Nonmammalian
A16.331.024 ... Blastoderm
A16.331.042...ccoiiiiiieiiiieeeee Blastodisc
A16.331.099.....ccciiiiiiiiiie e Blastula
A16.331.200.....cciieeieieeieeeeeee Chick Embryo
A16.331.400......cccoiiiiiieiiieeeeee Chorioallantoic Membrane
A16.331.800......cciieeeeieiiriiieieieeeeiae Yolk Sac
A16.378...eiieieeee e Fetus
A16.378.099......cciiiiiiiiiieeee Aborted Fetus
A16.378.149. ..ot Amniotic Fluid
A16.378.200......cceieeeeieiieiiriecieeeieae Fetal Blood
A16.378.303...c.ciiiiiiiieiieeee Fetal Heart
A16.378.303.395......ccciiiiiieee Ductus Arteriosus
A16.378.303.662.......c.ccveiiieeeeeen Endocardial Cushions
A16.378.303.930.....ccccuiiiiiiiiiiieeeee e Truncus Arteriosus
A16.378.529.....cccuiiiiiiiiiie e Meconium

A16.378.693 ... Umbilical Cord
A16.378.693.641.....cviiiiiiiieccee e Umbilical Arteries
A16.378.693.807.....cceienieieiiieieeeee e Umbilical Veins
A16.378.857 ... Vernix Caseosa

A16.440 i Gastrula

A16.504 .. ..o Germ Layers
A16.504.273.....cociiiiii Ectoderm
A16.504.407......cciiiiiiieieeee Endoderm
A16.504.660........ccccviiiiiiiiic e Mesoderm
A16.504.660.600.......cc.0cemmeirriiiiiiiieieeiieene Pericytes
A16.504.660.750........cceieiiiieiiieeeeeee e Somites
A16.535.....cciii e Gestational Sac

ATB.567 ..o Limb Buds

A16.599.....cciiiiiieeee e Mesonephros
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A16.615.. i Morula
A16.623.....eeiiiiiie Mullerian Ducts
A16.627 ... Neural Crest
A16.629......ciiiiiiiiiiie Neural Plate
A16.630.....ccciiiiiiiiiee e Neural Tube
A16.660.......ccceiiiiiiiiiiei e Notochord

AT1B.675.. i Organizers, Embryonic
AT16.690.....ciiirieiiee e Ovum
A16.690.325......ccuiiiiiiiiiiiee Egg Yolk
A16.690.886.........occieiiiiiiiiceee Vitelline Membrane
A16.690.900.......cccceiiiieiiiieeieeee Zona Pellucida
A16.710.. i Placenta
A16.710.189..ciiiiiciiieeee Chorionic Villi
A16.710.289...cciiiiiiiieiieeeeeee Decidua
A16.710.289.500.......cccccveeireiieieeeeeee e Deciduoma
A16.710.802...c.eiieeiiieeeee e Trophoblasts
A16.830.....ccciiiiiiiieee e Primitive Streak
A16.835...ciiiiee e Pronephros
A16.835.400......ccccceiiiiiiiiieeeeane Head Kidney
A16.890......ccoiiiiiiiieiice Urachus
A16.920.....ccciiiiiie e Vitelline Duct
A16.935..... Wolffian Ducts
A16.950......cciiiiiiiiiiee e Zygote

AT e Integumentary System
AT17.360...cciiiiiiiiieieeeee e Hair
A17.360.296......cceiiieieiieiirieeeeeee Eyebrows
A17.360.427 ..o Eyelashes
A17.360.710..ccceiiiieieieeeeeeeeee Hair Follicle
A17.360.855......cceiiiiiiiiiiccee Wool
AT7.600.....ccoieieieiieeeeeeee e Nails

AT7.815 i Skin
AT17.815.180..ccuiiiiieieieeeeeeeee Dermis
A17.815.180.040......ccciveiiieieeeceee Acellular Dermis
A17.815.250..cccciiiieieieeeeeeeee Epidermis
A17.815.250.500........ccciimiiinriirieenecees Hair Follicle
A17.815.805.....ccceiiiiiiiiiiice Sebaceous Glands
A17.815.830.....ccciiiiiiiieiiieere e Sweat Glands
A17.815.830.206........cceeiiiieiiiiaeiiiee e Apocrine Glands
A17.815.830.480......cccccveiiiiiiiieieceeen Eccrine Glands
A8 Plant Structures

A18.005.....ccieeeie e Chromosomes, Plant
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A18.024.....c..eeeeeieeeee e Plant Components, Aerial
A18.024.249........ooiiiiiiiee e Flowering Tops
A18.024.249.500........cccovmiiinririeeeie s Flowers
A18.024.249.500.249.......ccooiiieieeee e Germ Cells, Plant
A18.024.249.500.249.249........ccciiiiiiiiiiieee Ovule
A18.024.249.500.249.500........cccemerurieeieiniaeaeeeene Pollen
A18.024.249.500.249.500.500.......c0ccerurruereeieiiniinienieeenas Pollen Tube
A18.024.249.500.624...........ccooiiiiiiiiie e Inflorescence
A18.024.500......ccccciiieiiirieeiene Fruit
A18.024.500.500........cceiiiiiiriiieeeee e Nuts
A18.024.500.750.....c..ccmriiirinreirieeeee e Seeds
A18.024.500.750.333....ccccuiiiriiieieeeeee e Cotyledon
A18.024.500.750.500.......ccccumrimririeeieiinienennenne Edible Grain
A18.024.500.750.666.........cceeoueeeiiieaaiiiieaiieeeee Endosperm
A18.024.750........ceeeiieeeeeee e Plant Epidermis
A18.024.750.200........cceieiiiieeeeee e Plant Bark
A18.024.750.650.......ccccveiiiiiieeeeee Plant Stomata
A18.024.750.825.......cccoiiiiiiiiiiee Trichomes
A18.024.812...ccciiiiee e Plant Leaves
A18.024.812.324 ..o Mesophyll Cells
A18.024.812.650......cccccveeiieiiiieeeeeen Plant Stomata
A18.024.812.700.....c..cieieieiirieeieeeeee e Pulvinus
A18.024.875......cciiieiiieieeeee Plant Shoots
A18.024.875.500........ccciiiiiiiiieieeeeee e Cotyledon
A18.024.875.750.....cccccmiiiiiiiieiieiieeiee e Hypocotyl
A18.024.875.875.....ceeeieiiieeeeee e Meristem
A18.024.875.875.500.......ccccumuiaririeeieiniinieniee Cambium
A18.024.937 ..o Plant Stems
A18.024.937.249......cciiiiiiiiie Hypocotyl
A18.024.937.500........cceieiiiieiieieeee e Meristem
A18.024.937.750.....ccciiiiiiinriceeee e Rhizome
A18.400......cccoiiiiiiece Plant Roots
A18.400.500.......cccccviiirieiieeeeeee Meristem
A18.400.500.299.....c.cciemiiiiiieeeeee e Cambium
A18.400.500.600.........ccceiuireiiiieeiiieeeiiieeenns Plant Root Cap
A18.400.525.......coiiiiiiiiee e Mycorrhizae
A18.400.625.......c.coviiiieeee e Plant Tubers
A18.400.750......cceiieieieiieeeeeee Rhizome
A18.400.875......cciiiiiiieieeeeeee e Root Nodules, Plant
A18.450......cciiiiiiiic Plant Vascular Bundle

A18.450.250.......ccccoiiiiiiiiice Phloem
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A18.450.500......cccciiiiiiriiriieeienae Xylem
A18.450.500.500........ccciiririiriiiieeee e Wood
A18.550......cciiiiiiiieee e Seedlings
A18.550.500......ccccieeeeeiiiiiiieieieeeeaiae Hypocotyl
A18.560......ccciiiiiiiieiieeee e Sporangia
A1 Fungal Structures

AT19.311 Chromosomes, Fungal
A19.311.800.........cccceiiiiii, Chromosomes, Atrtificial, Yeast
A19.374 .o Fruiting Bodies, Fungal
A19.374.500........cciiiiiiiiiieiiee e Spores, Fungal
A19.530..cciiiiiiiiiieee Fungal Capsules

AT9.887 .. Mycelium
A19.687.400.......cccciiiiiiiiiieie e Hyphae
AT19.690.....cciiiiiiiee e Mycorrhizae
AT19.800......cciiiiiiiiiieieeee e Sporangia

A20.. Bacterial Structures
A20.186...ccceieeeiiieeeie e Bacterial Capsules

A20.374 ..o Bacterial Chromatophores
A20.812..iieee e Chromosomes, Bacterial
A20.812.170 ..o Chromosomes, Atrtificial, Bacterial
A20.843......coiii Fimbriae, Bacterial
A20.859....cciiiiiee e Magnetosomes

A20.867 ..ot Pili, Sex

A20.871 e Purple Membrane
A20.873...cieeee e Ribosome Subunits, Large, Bacterial
A20.874 ... Ribosome Subunits, Small, Bacterial
A2 Viral Structures

A21.249 i Virion

A21.249.500........ccceiireeiiee e Nucleocapsid
A21.249.500.250.....c.ccieieiiiirieeeeee e Capsid

BOT .o Eukaryota

BO1.043. ... Alveolata
B01.043.075......cciiieeeceeeeee e Apicomplexa
B01.043.075.189...c.ceiiiiiiiiiiieeeeeieine Coccidia
B01.043.075.189.250........cceimuirriirercreirsie e Eimeriida
B01.043.075.189.250.150.......ceiiruerieieieeeiceiese e Cryptosporidiidae
B01.043.075.189.250.150.160.......cccveeevireeeiiieeeriiee e Cryptosporidium
B01.043.075.189.250.150.160.170.....ccciureeaiiieaaiiieeeieee e Cryptosporidium parvum
B01.043.075.189.250.250.......cccccemuimreeiieiniiricnenenes Eimeriidae
B01.043.075.189.250.250.200........cccerereeieianiaieaienieneeens Cyclospora

B01.043.075.189.250.250.250.........ccccviimiiniiiiiiiiiiicns Eimeria
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B01.043.075.189.250.250.250.250.......c.ccemvieeeriiriinienieieienas Eimeria tenella
B01.043.075.189.250.250.400........cccererueieianiaieaienieneeene Isospora
B01.043.075.189.250.750........ceiiiiiiiiiienie e Sarcocystidae
B01.043.075.189.250.750.550........cccerereeieiaiaiiaienieieens Neospora
B01.043.075.189.250.750.750......ccceceieiiiieiieiiic e Sarcocystis
B01.043.075.189.250.750.800........cccererueierieiaicaienieieeeans Toxoplasma
B01.043.075.189.275.....cocoiiiiiirereceeeeie e Eucoccidiida
B01.043.075.380.....ccceiiiieaiiiieeiiiee e Haemosporida
B01.043.075.380.611..c..cviiiiiiiriceiceeee e Plasmodium
B01.043.075.380.611.467....c.ooiiiiiiiiieeecee e Plasmodium berghei
B01.043.075.380.611.490.......ccccoiviviiiiiiieeseeeee Plasmodium chabaudi
B01.043.075.380.611.505......ccciiiiiiiiieeiiiee e Plasmodium cynomolgi
B01.043.075.380.611.561......ccccveeeiiieeeiieeeciiee e Plasmodium falciparum
B01.043.075.380.611.576.....cccccveieiiiiaaiiieeeieeeien Plasmodium gallinaceum
B01.043.075.380.611.610......ccccviiiiiiieieeeceeee Plasmodium knowlesi
B01.043.075.380.611.667........ceviiiiiiiiieicceeee Plasmodium malariae
B01.043.075.380.611.700.......ccccouivirieiiieeseeeee Plasmodium ovale
B01.043.075.380.611.767....cooiiiiiieiieeecec e Plasmodium vivax
B01.043.075.380.611.780....ccccceiiiiiiiiieiieeiee e Plasmodium yoelii
B01.043.075.600......ccccceieiiiiieeiiieeeiiee e Piroplasmia
B01.043.075.600.580........cccccvmmimrinriieiiirnierieeenns Piroplasmida
B01.043.075.600.580.070.......cccemuereeeeieeeiirienesieneas Babesia
B01.043.075.600.580.070.100........ccccrerueieininrinrenrerenns Babesia bovis
B01.043.075.600.580.070.550........cccererueieiaiaeinienieneeens Babesia microti
B01.043.075.600.580.700........ccccoeimreeemeiririeriennennas Theileria
B01.043.075.600.580.700.100........cccerereeieiairiiaienienieene Theileria annulata
B01.043.075.600.580.700.500........cccccermeieininiinrinrireees Theileria parva
B01.043.185.....ceiieiieieieiiesieeeeee e Ciliophora
B01.043.185.375....cciiiiieieeieeece e Kinetofragminophorea
B01.043.185.375.650.......ccceiviiiiiiiiiiiciiieeee Trichostomatida
B01.043.185.375.650.650.......cccccceevvireiieeieneeee Trichostomatina
B01.043.185.375.650.650.153......c0cieiuerieieieiiesiesieieene Balantidium
B01.043.185.650........ccccviiiiiiieiieeieeeieee Oligohymenophorea
B01.043.185.650.375.....ccciiiiieiiiieeeiiee e Hymenostomatida
B01.043.185.650.375.550.......ccccimimreeiieieniiricnienienes Peniculina
B01.043.185.650.375.550.637 .....ccereruerieieiaiiaiiaieaieieens Paramecium
B01.043.185.650.375.550.637.074.......ccveviieeeciececeee Paramecium aurelia
B01.043.185.650.375.550.637.150........cccciriiiiiiiiiiiiiieeeen Paramecium caudatum
B01.043.185.650.375.550.637.700.........cccovreeriiieiiceereaien Paramecium tetraurelia
B01.043.185.650.375.750.......cceiieieeeeieeeieienie e Tetrahymenina

B01.043.185.650.375.750.850.........cccevimiiiiiiiiiiiiins Tetrahymena
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B01.043.185.650.375.750.850.700........cccceemiuririiriieiieenieennnn Tetrahymena pyriformis
B01.043.185.650.375.750.850.875.....cccceveeiiuiiieaiiie e Tetrahymena thermophila
B01.043.185.700........cciiiiiiiaiieiieeie e Polymenophorea
B01.043.185.700.400........ccceoiiuirieiieeeeieaieeeeeens Hypotrichida
B01.043.185.700.400.750.......ccccueeeeiieeeiiieeeiieeeeieenn Sporadotrichina
B01.043.185.700.400.750.375.....cceierieieieiaiieaieeieeene Euplotes
B01.043.185.700.400.750.600........cccccerueirininiinrenrinenes Oxytricha

B01.043.214 .o Dinoflagellida
B01.043.214.600.......ccccvveiiiireeiiieeciee e Pfiesteria piscicida
BO1.046.......coiiiiiiiiiiiiicceee Amoebozoa
B01.046.060........cccciiieieiiiiiiceeee Archamoebae
B01.046.090.......ccceiiiiiiiiiieiiieiecee Balamuthia mandrillaris
B01.046.500........ccccciiiiiiiiiecieee e Lobosea
B01.046.500.100......ccccieeeririirieieieiaiaieens Amoebida
B01.046.500.100.075.......ccccvvreiiieeeeiiee e Acanthopodina
B01.046.500.100.075.080.......cccirverieiiieieeiceieniesienas Acanthamoeba
B01.046.500.100.075.080.150.......ccccvveieeiieieiieieceeeene. Acanthamoeba castellanii
B01.046.500.100.200........ccceieuiriereereeieaieeeeieenes Blastocystina
B01.046.500.100.200.200........cccemrimreeeeeieririeniennenas Blastocystis
B01.046.500.100.200.200.375.....ccceiceruerieieiaiaieaienieneeens Blastocystis hominis
B01.046.500.100.700........ccecuruimrinrirereirnieseereenes Tubulina
B01.046.500.100.700.089.......cccciriieeiieeeicriese e Amoeba
B01.046.500.100.700.325.......ccocimimriecieienirienenenas Endolimax
B01.046.500.100.700.335.......ceiuireieirieeeeeie e Entamoeba
B01.046.500.100.700.335.330......ccucerurerieeniieiiieiieeieees Entamoeba histolytica
B01.046.500.100.700.430.......cceimuerieeeiereecrieniesienea Hartmannella
B01.046.500.700........ccccveiiiiiieiieenie e Schizopyrenida
B01.046.500.700.710.....ccciiiieiiieieieeeeeie e Naegleria
B01.046.500.700.710.375....ccciiiiiiiiiiieeie e Naegleria fowleri
B01.046.550......cccciiiiiiieiiieeeee e Mycetozoa
B01.046.550.200.........cccimmiririinieieiiiaienne Dictyosteliida
B01.046.550.200.300........ccceieuiriirreereeieaieeeeseens Dictyostelium
B01.046.550.550........cccciiiiiiiieiiieieeeee e Myxomycetes
B01.046.550.550.600........cccccvmuirieriiireeieaieneeieenns Physarida
B01.046.550.550.600.700........ccccemimrermeeeinirieriennennas Physarum
B01.046.550.550.600.700.550........cccceeamirieiiiiieaiiie e Physarum polycephalum
B01.050.......ciiiiiieeeeee Animals

B01.050.050......cciiiiieaiiiieeiee e Animal Population Groups
B01.050.050.116.......cciiieiiiieeeece e Animals, Domestic
B01.050.050.116.500........cccecvruirirriiireaieaieeieneenes Livestock

B01.050.050.116.600.........cccccoviiiiiiiiiiiirinne Pets
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B01.050.050.116.625........ccoeiriiirerirceeeeieree s Poultry
B01.050.050.126......ccceieeeerieiiiieieieeeesieens Animals, Exotic
B01.050.050.136........ceiieeiirieiieiieeriee e Animals, Genetically Modified
B01.050.050.136.500.......cccueieiiiiiieiiieeeiiiee e Mice, Transgenic
B01.050.050.136.500.500.........ccccemimremeerenieriirieriennennas Mice, Knockout
B01.050.050.136.700......ccccuiieaiiiaeiiieea e Rats, Transgenic
B01.050.050.199.....cueiiiiiiiieieecieee e Animals, Laboratory
B01.050.050.199.520.......ccoeiiiiiiiiiiiiiiiiieee Animals, Inbred Strains
B01.050.050.199.520.040........cccouiiriiiiiieiieiieeieeee Animals, Congenic
B01.050.050.199.520.040.500........ccccrerueierainiinienienieenns Mice, Congenic
B01.050.050.199.520.520.......cccccemviareeeiniiniirienienrenas Mice, Inbred Strains
B01.050.050.199.520.520.200........ccerereeieianiaieaiesieneeeans Mice, Hairless
B01.050.050.199.520.520.300........ccccruerueieininrinrenreeenes Mice, Inbred A
B01.050.050.199.520.520.318......cccirirrieieieiiieeiesieeene Mice, Inbred AKR
B01.050.050.199.520.520.338........ccceruermeiriririiinrenreeenes Mice, Inbred BALB C
B01.050.050.199.520.520.388........cccererueieiaiiiiinienieneeens Mice, Inbred C3H
B01.050.050.199.520.520.420........cccccuerueieinininrenrieenes Mice, Inbred C57BL
B01.050.050.199.520.520.420.500.......c.ccerereeenrerieriesieriaeaneas Mice, Inbred mdx
B01.050.050.199.520.520.440........ccceoirueiriiiiinrenreeenes Mice, Inbred CBA
B01.050.050.199.520.520.445........ccceiiiiieiaiiiaeseene Mice, Inbred CFTR
B01.050.050.199.520.520.500........cccccuerueieininiinrenrerenes Mice, Inbred DBA
B01.050.050.199.520.520.510.....cccierueieieieieiesiesieeens Mice, Inbred ICR
B01.050.050.199.520.520.555........cccererveieininiinrenreeenes Mice, Inbred MRL Ipr
B01.050.050.199.520.520.565........cccerereeieiaiiinienieieens Mice, Inbred NOD
B01.050.050.199.520.520.580........ccccruerueririniiniinrenrerenes Mice, Inbred NZB
B01.050.050.199.520.520.600........ccccreereeraeireaieneeneeens Mice, Inbred SENCAR
B01.050.050.199.520.760........ccccverrrreiieeieneeeene Rats, Inbred Strains
B01.050.050.199.520.760.080........cccerereeieraneaiiaienieieaeans Rats, Inbred ACI
B01.050.050.199.520.760.090........ccccruemeieininiiirenrinenes Rats, Inbred BB
B01.050.050.199.520.760.110.....ccererereeieieieieeiesieieeane Rats, Inbred BN
B01.050.050.199.520.760.130.......ccceruerueieiniriinrenreeeiees Rats, Inbred BUF
B01.050.050.199.520.760.165........cccerereeieiainieaienieeeene Rats, Inbred Dahl
B01.050.050.199.520.760.200........cccccerueirininiinrenrenenes Rats, Inbred F344
B01.050.050.199.520.760.275......ccccceiereieiaiaieaiesieeeene Rats, Inbred LEC
B01.050.050.199.520.760.280........ccccrerueieiniriinrenreeenes Rats, Inbred Lew
B01.050.050.199.520.760.290........cccerereeeeianiieinienieeeeans Rats, Inbred OLETF
B01.050.050.199.520.760.300........cccccerueieiniriinrenrenenes Rats, Inbred SHR
B01.050.050.199.520.760.360........cccccerueieianeriiaienieieeeans Rats, Inbred WF
B01.050.050.199.520.760.390........ccccruerueieriiniinrenreeenes Rats, Inbred WKY
B01.050.050.282.........ccceiiiiiiiiiiiciic e Animals, Newborn

B01.050.050.284........ccevveeieeeee e Animals, Outbred Strains
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B01.050.050.286.........cccceevirreiiiieieeeeeee Animals, Poisonous
B01.050.050.286.500........cc0uummmmmrmennnnnnnnnnnnnnnnnn Fishes, Poisonous
B01.050.050.293........coiiiieiiieieeieee e Animals, Suckling
B01.050.050.300......cccciueeeririirieieieeeieaieaens Animals, Wild
B01.050.050.448........ccoccviiieiiieeieeeee Animals, Zoo
B01.050.050.565.......cccueveiiiiieiiiiee e Endangered Species
B01.050.050.580.......cccvvveiiiireiiiieeciiee e Introduced Species
B01.050.150.....cceieieiiiiiiieieieeeecee e Chordata
B01.050.150.200........cccecueiiiiiiiiieieeeeeee Chordata, Nonvertebrate
B01.050.150.200.199.....ccoiiiiiiiiieeeiiee e Cephalochordata
B01.050.150.200.199.500.......cccimvimreeeeeieriirierienrenas Lancelets
B01.050.150.200.400........ccceiiuirierieieeeieaeeaeeseenes Hyperotreti
B01.050.150.200.400.380.......ccccemrimreeeeeiiriirienienrenas Hagfishes
B01.050.150.200.727 .....oveuieiieiiieiieieeeie e Urochordata
B01.050.150.200.727.300.......cccceverrrrereieeeeneeeeee Ciona intestinalis
B01.050.150.900........cccciiiiiiiiiiieiieeieee Vertebrates
B01.050.150.900.090........ccoeiruiiriririreireeeiee e Amphibians
B01.050.150.900.090.180.......cueruirieieeeieieeieriesie e Anura
B01.050.150.900.090.180.210.....cccreruerieieiniiriiaresreeeiees Bufonidae
B01.050.150.900.090.180.210.080.......c.cceruereeeererieriesieieeanas Bufo arenarum
B01.050.150.900.090.180.210.108.......cevirviiiiriiriiricieieieis Bufo bufo
B01.050.150.900.090.180.210.580......cc0ccerueeereeririerierieieeanas Bufo marinus
B01.050.150.900.090.180.610.....cccoceruereeieieiiriinrenreeeees Pipidae
B01.050.150.900.090.180.610.500.......c.ccervereeerrerierierieieeanas Xenopus
B01.050.150.900.090.180.610.500.562...........coceovrurrinrinrireeerneene Xenopus laevis
B01.050.150.900.090.180.708........cccerereeieiaeeieaienieieeens Ranidae
B01.050.150.900.090.180.708.180.......ccceevereerreiiereceere e Rana catesbeiana
B01.050.150.900.090.180.708.210......ccuerereeeeeererierieieeieeanas Rana clamitans
B01.050.150.900.090.180.708.240........ccevvreerineeireciereeiens Rana esculenta
B01.050.150.900.090.180.708.310......ccueruereeeeeerieienienieieeanas Rana pipiens
B01.050.150.900.090.180.708.360.........ccerveeeerirriirierieieianeas Rana ridibunda
B01.050.150.900.090.180.708.420.....cccceeeemiuireaaiiieaaiiee e Rana temporaria
B01.050.150.900.090.608.........c.ceeimvieieeiririerenienes Urodela
B01.050.150.900.090.608.080........cccererueeerrareaienienieneenenne Ambystomatidae
B01.050.150.900.090.608.080.068...........cccereeerirriirierieiernnas Ambystoma
B01.050.150.900.090.608.080.068.525..........ccoerierrrurieiiieieeeeaeene Ambystoma mexicanum
B01.050.150.900.090.608.630........ccccruerueririniriinrinrerenes Proteidae
B01.050.150.900.090.608.630.510......ccuccerueerrerreniirienieieeanas Necturus
B01.050.150.900.090.608.630.510.508.........ccceiieireiinieiieieeeeee Necturus maculosus
B01.050.150.900.090.608.700........cccerereeeeiaiaeeaienieneeenne Salamandridae

B01.050.150.900.090.608.700.500...........ccevumeriiiriiniininnnnns Notophthalmus
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B01.050.150.900.090.608.700.500.480.......cccveeerrreeirieeeiieeeaenenns Notophthalmus viridescens
B01.050.150.900.090.608.700.540.........cccerereeerririirierieriaeanas Pleurodeles
B01.050.150.900.090.608.700.610.......cccerveeeeririiricrieieeanas Salamandra
B01.050.150.900.090.608.700.670.......c.ccerererenrerierienieieaeanas Triturus
B01.050.150.900.248........ccoecvriiririceereiereeens Birds
B01.050.150.900.248.050.........ccceiviiiiiiiiiiieiieee Anseriformes
B01.050.150.900.248.050.200........cccccerueierniniinrenrinenes Ducks
B01.050.150.900.248.050.350........cccerereeeemianiaieaienieneeens Geese
B01.050.150.900.248.150.......ccccrveiirreieieeeseeeee Charadriiformes
B01.050.150.900.248.165.......ccoeireiieiiieeeceiene e Columbiformes
B01.050.150.900.248.165.150........ccceruerueieiniiriirenreeeees Columbidae
B01.050.150.900.248.350.......ccccireieeeeieieeiesienesienea Galliformes
B01.050.150.900.248.350.150........ccceruerveieininiinrenreeeines Chickens
B01.050.150.900.248.350.650........cccerereeieiaiiaienienieneeens Quail
B01.050.150.900.248.350.650.300.........ccemveeerrirriirierieieiainas Colinus
B01.050.150.900.248.350.650.350.......c.cceruereeerrerierieiierieeanas Coturnix
B01.050.150.900.248.350.800........cccccuerveiriininiinrenrenenes Turkeys
B01.050.150.900.248.600.......cccueeeiiiiaaiiieeaiieeeieeann Palaeognathae
B01.050.150.900.248.600.200........cccccuerveirrniniinrenrinenes Dromaiidae
B01.050.150.900.248.600.750........ccceruereeiaiaiaieaienieneeens Rheiformes
B01.050.150.900.248.600.800.........c.cccveruereeienrerieneeeenne. Struthioniformes
B01.050.150.900.248.617....c.ccviuirieieiiieieeceese e Poultry
B01.050.150.900.248.617.192......cccicvriiriiiieiiiereereeeees Chickens
B01.050.150.900.248.617.345......cciiiiiiiieieeeeseee Ducks
B01.050.150.900.248.617.492........ccceviriiiiiiiiireereeeees Geese
B01.050.150.900.248.617.800........cccerereeeeiairiiaienieieeeans Turkeys
B01.050.150.900.248.620........ccccceevvrveiiieieneeeee Passeriformes
B01.050.150.900.248.620.750........ccceruereeieiaiaeiaieaieeeens Songbirds
B01.050.150.900.248.620.750.150.......cccccervieeiririiricrieieienas Crows
B01.050.150.900.248.620.750.250.......c.ccemerieerriniirieiieieeeanas Finches
B01.050.150.900.248.620.750.250.150........ccceruerririnrinrereeereene Canaries
B01.050.150.900.248.620.750.700.......c.cccerereeerririirierieieeeanas Sparrows
B01.050.150.900.248.620.750.712......ccevimvieeeriiriircnieeains Starlings
B01.050.150.900.248.620.750.725.......ccocceiereeeirineieeeenae Swallows
B01.050.150.900.248.710......ccccirieiiiieieieeee e Psittaciformes
B01.050.150.900.248.710.257.....cceieieeieeieieieeeeie e Cockatoos
B01.050.150.900.248.710.672......ccccceruerveiiiiiniareereeenes Parrots
B01.050.150.900.248.710.672.040.......ccccemerieiairiiieieieeanas Agapornis
B01.050.150.900.248.710.672.050.......ccccemvirveiriiriiricicieeeias Amazona
B01.050.150.900.248.710.672.650.......ccccerereeeriiriirieieieeanas Parakeets

B01.050.150.900.248.710.672.650.500..........cccccvrviiiiiiiiciiincne, Melopsittacus
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B01.050.150.900.248.710.672.650.650........ccccoevrrriirinrireierniens Psittacula
B01.050.150.900.248.815.......ceiuiieieieieieeeee e Raptors
B01.050.150.900.248.815.350.......ccccevveieereeieiieieceeene Falconiformes
B01.050.150.900.248.815.350.200.......c.ccererereererierienierieeanas Eagles
B01.050.150.900.248.815.350.400.........ccccemieeeririirierieieininas Hawks
B01.050.150.900.248.815.550........ccceruerueieiaiaiiaiesieieeeans Strigiformes
B01.050.150.900.248.860.........c.ceeemreeeeeiiririenienienes Spheniscidae
B01.050.150.900.493........coiiiriiriiieieeeeee e Fishes
B01.050.150.900.493.039.......cccerviiiriieieieeeeeeee Batrachoidiformes
B01.050.150.900.493.080.......cccueruereeeeiereeirienesieneas Catfishes
B01.050.150.900.493.080.148........cccererveiiiiiiiireereeeees Ictaluridae
B01.050.150.900.493.130.....c.0ciiiiiiiiiieiceiee e Characiformes
B01.050.150.900.493.130.150......cccceruerveeeiririinresreeenes Characidae
B01.050.150.900.493.200.......ccctrueieeeeeerencrieniesieneas Cypriniformes
B01.050.150.900.493.200.244..........coooerveiiiiiiiareereeenes Cyprinidae
B01.050.150.900.493.200.244.248..........ccoioeieieeiiiieieeanae Carps
B01.050.150.900.493.200.244.248.480........c.ccoevvrrriiiirirereniene Goldfish
B01.050.150.900.493.200.244.828.........ccceeereeeeiriineieiieeanas Zebrafish
B01.050.150.900.493.338........ccovimiireiiieienireneree Eels
B01.050.150.900.493.338.282.......c.cceiueieieieiiaieaiesieeeene Anguilla
B01.050.150.900.493.370......ccceeuimrireecieiniirienenienas Elasmobranchii
B01.050.150.900.493.370.853......c0cceiueieieieieiieaieaieeeene Sharks
B01.050.150.900.493.370.853.392......cceiirvieiiriiniiricieieieis Dogfish
B01.050.150.900.493.370.853.392.800........ccerueeeriaurrienieieeeeenene Squalus
B01.050.150.900.493.370.853.392.800.500..........ccvevrurrrinrieiieirinnienne Squalus acanthias
B01.050.150.900.493.370.870.....cceierueieieiaiaieaiesieieens Skates (Fish)
B01.050.150.900.493.370.935......c.ccceiirueiiiniiisrenreeeeen Torpedo
B01.050.150.900.493.378......c.ccviuiiieieiiieieeieeie e Electric Fish
B01.050.150.900.493.378.430......cccceeiuriiieiieiieeiieeieeis Gymnotiformes
B01.050.150.900.493.378.430.250.......ccceruereeeeieniirieieeieneanas Electrophorus
B01.050.150.900.493.378.682........cccerueruereiiiiriirenreeenes Skates (Fish)
B01.050.150.900.493.378.722......ceceiueieieieiaieaeesieeenene Torpedo
B01.050.150.900.493.385.......cccocovevivrieieieeeeeee Esociformes
B01.050.150.900.493.385.300........ccceruerueiemianeaieaienieeeens Esocidae
B01.050.150.900.493.385.850........ccceruerueiriniiniinrenrenenes Umbridae
B01.050.150.900.493.392.......ceiiiiieiiieieeieie e Fishes, Poisonous
B01.050.150.900.493.418........ccoviirirecieiecrcneiee Flatfishes
B01.050.150.900.493.418.438......ccciierieieiaiieaiesie e Flounder
B01.050.150.900.493.467.......ccooiminrieieeenireneienes Gadiformes
B01.050.150.900.493.467.400........cccecceruerieiaiairaeaeneens Gadus morhua

B01.050.150.900.493.516........ccccoivrivrierieniiiieiee Hagfishes
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B01.050.150.900.493.559.......0ceiiiiiiiiiieieeee e Lampreys
B01.050.150.900.493.559.600........cccererueieeainiinienieieeens Petromyzon
B01.050.150.900.493.595........ccocoviiiiieiieeeeeee Osmeriformes
B01.050.150.900.493.602.......cccciierieiiieeeiieneniena Perciformes
B01.050.150.900.493.602.105........cccerirueiriiiiiareireeeees Bass
B01.050.150.900.493.602.200........cccererueieianiaieaienieeeens Cichlids
B01.050.150.900.493.602.200.800.........ccemveeeerirriirierieieinnnas Tilapia
B01.050.150.900.493.602.600........ccceeerueieieniniirienieneeens Perches
B01.050.150.900.493.602.750........cccerueruereininiinreareeenes Sea Bream
B01.050.150.900.493.602.825........ccceierieieieiiisiesieeene Tuna
B01.050.150.900.493.817......ccciiiiiiiieieceeeeeeee Salmoniformes
B01.050.150.900.493.817.750.....ccccctruerieieiaiaieaieaieeeens Salmonidae
B01.050.150.900.493.817.750.705.......ccocimireeeniriiricicieieins Salmon
B01.050.150.900.493.817.750.705.580........ccerueeeueaiiiiraieieieeaeene Oncorhynchus
B01.050.150.900.493.817.750.705.580.400..........ccecvrrrininrieeirinianne Oncorhynchus keta
B01.050.150.900.493.817.750.705.580.410.......ccueiveeeueaieaieieeeeeeeeeneas Oncorhynchus kisutch
B01.050.150.900.493.817.750.705.790.....c..cceruerriniirenreeeeereene Salmo salar
B01.050.150.900.493.817.750.825.......ccceririeiaieaiiniesieieeanas Trout
B01.050.150.900.493.817.750.825.580........cccrverruirinrinriieieriene Oncorhynchus
B01.050.150.900.493.817.750.825.580.600..........ccereeuerrrrerieeiaenienienens Oncorhynchus mykiss
B01.050.150.900.493.850........cccouiiriiiiiieiieeiee e Smegmamorpha
B01.050.150.900.493.850.139......ccitruerieieieiaieaiesieeene Beloniformes
B01.050.150.900.493.850.139.650........c.ccervieeiriiriiricnieieieias Oryzias
B01.050.150.900.493.850.280.......cccuveeerirreaiiieeaiieeeeieennn Cyprinodontiformes
B01.050.150.900.493.850.280.214.......cecirveeeiriiriricieeeias Fundulidae
B01.050.150.900.493.850.280.500.......c.cceruereererrerierierieiaeanas Killifishes
B01.050.150.900.493.850.280.680.........ccceeveeeerirriirierieieienas Poecilia
B01.050.150.900.493.875........ccooeiiiiiiieiceeee e Tetraodontiformes
B01.050.150.900.493.875.800........ccccrerueirinirniinrenrinenes Takifugu
B01.050.150.900.649........ccoeiiiiieieeeee e Mammals
B01.050.150.900.649.077.......ccoviiinreeiieinirieneeene Artiodactyla
B01.050.150.900.649.077.380......cccceruereeieiaiaieaieaeeneeens Ruminants
B01.050.150.900.649.077.380.100.......cccccerieeerirriirierieieiaieas Antelopes
B01.050.150.900.649.077.380.120......cccceruerieeeieaiinieieeieeenas Bison
B01.050.150.900.649.077.380.135......cceiiiiiiiniiriiricnieeieis Buffaloes
B01.050.150.900.649.077.380.175.....c.cceiiriieinieeineieieeenae Camelids, New World
B01.050.150.900.649.077.380.201 ......ccueivirveieiriiriirienieeeieias Camels
B01.050.150.900.649.077.380.271....cocoueiieieiieieieeieniesieieeanae Cattle
B01.050.150.900.649.077.380.373......cceiirvieeiniiriinienieieieias Deer
B01.050.150.900.649.077.380.373.322.....ccccierieieiiaiaieaieieeeeanee Muntjacs

B01.050.150.900.649.077.380.373.644..........ccovvrririiiicic Reindeer
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B01.050.150.900.649.077.380.443.......cocimiieirirircieieenas Giraffes
B01.050.150.900.649.077.380.513......ccueivireeieenienienienieieeenae Goats
B01.050.150.900.649.077.380.513.500........cccrerrrrinrinrireeerneene Rupicapra
B01.050.150.900.649.077.380.797 ......eoueiiiiiieieeeiieeseeieeene Sheep
B01.050.150.900.649.077.380.791.100........cccererririirinrerereeeene Sheep, Bighorn
B01.050.150.900.649.077.380.791.150.....c.cieriereerieiiiisieieeeeene Sheep, Domestic
B01.050.150.900.649.077.880........cccerueruerriririnrenreeenes Swine
B01.050.150.900.649.077.880.399.......cceciririeinieniiriesieieanas Sus scrofa
B01.050.150.900.649.077.880.399.800........c.coerrrrinrinrireierneene Swine, Miniature
B01.050.150.900.649.147 ....c.ooiiiiiieiiieeecee e Carnivora
B01.050.150.900.649.147.050........cccererueiernininrenreeenes Ailuridae
B01.050.150.900.649.147.153.....cciiiiiieieieieeee e Canidae
B01.050.150.900.649.147.153.150......ccecirvirieiriinircnieieieis Coyotes
B01.050.150.900.649.147.153.200.......cecerereeeererierieierieeanas Dogs
B01.050.150.900.649.147.153.250.......ccccemvieeiniiniiricneieiaias Foxes
B01.050.150.900.649.147.153.400.......ccccerereeeiriireieieeeanas Jackals
B01.050.150.900.649.147.153.700........ccccviiiiiiiiiiiieieeeieeeen Raccoon Dogs
B01.050.150.900.649.147.153.900.......ccccemerieereriiriesierieeanas Wolves
B01.050.150.900.649.147.320......cccccerirmeiiiiiiiarenieeenes Eupleridae
B01.050.150.900.649.147.354......ccooeiieiiieieiaeeeeene Felidae
B01.050.150.900.649.147.354.030.......cccemuireeeririiricnieieianeas Acinonyx
B01.050.150.900.649.147.354.250.......cccccererieeeiriirieieieeanas Felis
B01.050.150.900.649.147.354.250.125........ccccrveiriniiiireeeeene Cats
B01.050.150.900.649.147.354.500.......ccccemereererrerierienieniaeaneas Lynx
B01.050.150.900.649.147.354.600.........ccceeereeieriririreieiannns Panthera
B01.050.150.900.649.147.354.600.500........ccccoereerirrirnieieieeanens Lions
B01.050.150.900.649.147.354.600.800..........coervrrruinrinrireeerneens Tigers
B01.050.150.900.649.147.354.630.......cccemerirerriniinieieieeeanas Puma
B01.050.150.900.649.147.400........ccccccererimirniniirenreeenes Herpestidae
B01.050.150.900.649.147.410.....ccceiiririieieeeceeseeene Hyaenidae
B01.050.150.900.649.147.500........ccccrerueieirniiinrinrerenes Mephitidae
B01.050.150.900.649.147.550......ccccererierieiaiiiaieaieeeens Mustelidae
B01.050.150.900.649.147.550.350........cccemireeeririiricrieieiniens Ferrets
B01.050.150.900.649.147.550.500.......c.cccemereeerreriirierieriaeanas Mink
B01.050.150.900.649.147.550.600..........ccceereeeriririerieieinnnas Otters
B01.050.150.900.649.147.575.....ccceiiiiieiieieeeeeeeeee Nandiniidae
B01.050.150.900.649.147.600........ccccrerueirrnininrenrenenes Pinnipedia
B01.050.150.900.649.147.600.288.........ccceeerieerririirieiieieeanas Fur Seals
B01.050.150.900.649.147.600.670........ccccerireeeriririerieieiannas Sea Lions
B01.050.150.900.649.147.600.700........ccccerereeerreriirierieriaeanas Seals, Earless

B01.050.150.900.649.147.600.700.600..........cccocvrririiiiiiicnnnne Phoca
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B01.050.150.900.649.147.600.821......ccevirvieeiniiriiricnieieeeieas Walruses
B01.050.150.900.649.147.650.......cccerereerieiaiiiaienieieeens Procyonidae
B01.050.150.900.649.147.650.700........ccccemireereriririerieieininas Raccoons
B01.050.150.900.649.147.890........cccererieieieiieaiesieieens Ursidae
B01.050.150.900.649.147.900........cccererueirininiinrenrereees Viverridae
B01.050.150.900.649.189.......ceiiiiiiiieeecee e Cetacea
B01.050.150.900.649.189.267 ........ccceruerveieiniiiireirenenes Dolphins
B01.050.150.900.649.189.267.100.......c.cccerereeerririiriesieieianas Bottle-Nosed Dolphin
B01.050.150.900.649.189.267.150.......cccccemvireeiririircieieieias Common Dolphins
B01.050.150.900.649.189.267.750.......ccccerereeriiriirieieriaianas Stenella
B01.050.150.900.649.189.267.900..........ccemereeerrriirierieieieinas Whale, Killer
B01.050.150.900.649.189.267.920.......ccccemerieeeririirieiierieeanas Whales, Pilot
B01.050.150.900.649.189.566..........cccervererriniinrinrieenes Porpoises
B01.050.150.900.649.189.566.600...........ccccereererrererierieieianas Phocoena
B01.050.150.900.649.189.865........ccceoverveieiiiiiireireeenes Whales
B01.050.150.900.649.189.865.100.......c.cccerererereriirieiierieianas Balaenoptera
B01.050.150.900.649.189.865.100.350........cccrerruirinrinrireeerneene Fin Whale
B01.050.150.900.649.189.865.100.500........cccreeruraurriinieieieeanens Minke Whale
B01.050.150.900.649.189.865.110......ccecerviieiriiriirieiieieieias Beluga Whale
B01.050.150.900.649.189.865.130......cccceruerieeereriiriesieieeeanas Bowhead Whale
B01.050.150.900.649.189.865.400.........ccceeereeeriririirieieieinns Humpback Whale
B01.050.150.900.649.189.865.750.......c.cccerereeerririirienieieeanas Sperm Whale
B01.050.150.900.649.225.........coccovimvieiiiiniricnieienes Chiroptera
B01.050.150.900.649.400........ccccemereieiieeairienenieneas Hyraxes
B01.050.150.900.649.473.......ccceoiviiiiieeieeeeeeee Insectivora
B01.050.150.900.649.473.376.....ccceccerrreieieiaieaiesieeene Hedgehogs
B01.050.150.900.649.473.450........cccccermeririnininrinreeenes Moles
B01.050.150.900.649.473.757....c.cceieieieieieeeeaie e Shrews
B01.050.150.900.649.521......oeviiiiiiiiieieeee e Lagomorpha
B01.050.150.900.649.521.400........cccerereriaiaiaiiaieaienieens Hares
B01.050.150.900.649.521.700........ccccemerueirrnirinrenrenenes Rabbits
B01.050.150.900.649.573.....c.ccueiuiieieieieieeeeie e Marsupialia
B01.050.150.900.649.573.500........cccccerueirininiinrenreeenes Macropodidae
B01.050.150.900.649.573.575.....cceiiriieiiieeeeaiesieeene Opossums
B01.050.150.900.649.573.575.150......cccccirvieeiriiriricieeieis Didelphis
B01.050.150.900.649.573.575.500.......ccccemuererenririirienienieeanas Monodelphis
B01.050.150.900.649.573.587 ......cccocvrierueiiiiiiiirenreeenes Phalangeridae
B01.050.150.900.649.573.587.800.......c.cccerereeerreriirienieriaeanas Trichosurus
B01.050.150.900.649.573.590........cccerermeirininiinrenrinenes Phascolarctidae
B01.050.150.900.649.573.600........ccceseruerieiairiiaienieneaens Potoroidae

B01.050.150.900.649.627 .......cccvveeeirieeeiieeeiiieeeieenn Monotremata
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B01.050.150.900.649.627.300........cccccerueirininiinrenrinenes Echidna
B01.050.150.900.649.627.600........c.cccerueieiaiiinienieneeens Platypus
B01.050.150.900.649.709........cccoviiiiiiiieiieiee e Perissodactyla
B01.050.150.900.649.709.235......c.ccceiirieieieeieeesieeeee Equidae
B01.050.150.900.649.709.235.472......ccoviiuieiiiiiincieieiis Horses
B01.050.150.900.649.807.....c..ceiuiieieiiieeecee e Primates
B01.050.150.900.649.801.400........cccccoerueirrnininrinrenenns Haplorhini
B01.050.150.900.649.801.400.112.....c.cciiiiieiieinieienierieieeenae Catarrhini
B01.050.150.900.649.801.400.112.199.....ccccririerriiiiriireceriee Cercopithecidae
B01.050.150.900.649.801.400.112.199.120.......ccueiveeeuererieieeieeeiees Cercopithecinae
B01.050.150.900.649.801.400.112.199.120.120......cc0ccurirerieriiieieiiiareanne Cercocebus
B01.050.150.900.649.801.400.112.199.120.120.110....cc0eiveueeurrieieesieieeeieee e Cercocebus atys
B01.050.150.900.649.801.400.112.199.120.126........ccccovireriririeieiiiieanns Cercopithecus
B01.050.150.900.649.801.400.112.199.120.126.110.....c.coveeererierieieeieeeeee e Cercopithecus aethiops
B01.050.150.900.649.801.400.112.199.120.260.........ccoecerrrierieriereiniareanns Erythrocebus
B01.050.150.900.649.801.400.112.199.120.260.260..........ccveuerrereerereeeeienieneeneas Erythrocebus patas
B01.050.150.900.649.801.400.112.199.120.510......ccveomrrririiriiiieieieeeenns Macaca
B01.050.150.900.649.801.400.112.199.120.510.520.......ccveceeuerierieieieeeieeeene Macaca fascicularis
B01.050.150.900.649.801.400.112.199.120.510.550.......cc0ccvvurrirriiriicieircnicnes Macaca mulatta
B01.050.150.900.649.801.400.112.199.120.510.560.......cc0ccveurrrereeieeicieirenenes Macaca nemestrina
B01.050.150.900.649.801.400.112.199.120.510.570.......ccvevrurriienieicieiricnene Macaca radiata
B01.050.150.900.649.801.400.112.199.120.530......cceeceerereeririieiieieiaeaieaens Mandrillus
B01.050.150.900.649.801.400.112.199.120.610......cceecvrirrririiiieieiiiieanne Papio
B01.050.150.900.649.801.400.112.199.120.610.050.......cc0coveurrrereeierieieerienienas Papio anubis
B01.050.150.900.649.801.400.112.199.120.610.150......ccvveeiirreeeiireecieee e Papio cynocephalus
B01.050.150.900.649.801.400.112.199.120.610.400.......ccocceeuerereiereeieerienena Papio hamadryas
B01.050.150.900.649.801.400.112.199.120.610.600.........c.ccvvrririrreecirirencnes Papio papio
B01.050.150.900.649.801.400.112.199.120.610.800.......cccccveurrrereererieeeiireniena Papio ursinus
B01.050.150.900.649.801.400.112.199.120.730......cceecvrrririiriirieieineareanns Theropithecus
B01.050.150.900.649.801.400.112.199.150.......ccoeiveeruiaieieiieeeeeeees Colobinae
B01.050.150.900.649.801.400.112.199.150.150......cc0ccurereriiriirieieiiiareanns Colobus
B01.050.150.900.649.801.400.112.400........cccererieraiiinieeieeeeene Hominidae
B01.050.150.900.649.801.400.112.400.375.......ccciveriiiriniircieieeniene Gorilla gorilla
B01.050.150.900.649.801.400.112.400.400.........0coeeeuerearieeiaiaieaanens Humans
B01.050.150.900.649.801.400.112.400.550.......c.c0ccvevruriiniiriicirinienne Neanderthals
B01.050.150.900.649.801.400.112.400.600..........cceerurrrererieeiaeneaienens Pan paniscus
B01.050.150.900.649.801.400.112.400.620.........c.ccvevrurrreninreieirinienne Pan troglodytes
B01.050.150.900.649.801.400.112.400.635.......ccocoveeeuirieieieeieeeeeee Pongo
B01.050.150.900.649.801.400.112.400.635.050........cccueererrierierieininianeanns Pongo abelii
B01.050.150.900.649.801.400.112.400.635.650.........ccueerrerirrierieiaiaiaieanens Pongo pygmaeus

B01.050.150.900.649.801.400.112.420.........cccceviiviiiiiiiiiicce, Hylobatidae
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B01.050.150.900.649.801.400.112.420.390.......cc0ccverrrnriniieicisiniene Hylobates
B01.050.150.900.649.801.400.600.........cccerererrererierierieriaeanas Platyrrhini
B01.050.150.900.649.801.400.600.037 ........coeruerrrrinrinrireeerneene Aotidae
B01.050.150.900.649.801.400.600.037.092.......ccocieeeuiiiiienieeieeeiee Aotus trivirgatus
B01.050.150.900.649.801.400.600.075........ccccrerrrrinrinrireeerneens Atelidae
B01.050.150.900.649.801.400.600.075.050.......c.ccoeeeueirenerieeieenienianen Alouattinae
B01.050.150.900.649.801.400.600.075.050.075........c.ccoecvreriirienieininiineanns Alouatta
B01.050.150.900.649.801.400.600.075.075.......ccciveeeueriiienieieeeeeiee Atelinae
B01.050.150.900.649.801.400.600.150........ccceruerrrrinrinrireierneene Cebidae
B01.050.150.900.649.801.400.600.150.120.......ccucrveeeueareirieeieenieeiennes Cebinae
B01.050.150.900.649.801.400.600.150.120.120......cc0ccvriririirierieieiniareanns Cebus
B01.050.150.900.649.801.400.600.150.150.......ccocrveueeuerrerieiieieeneeienens Callitrichinae
B01.050.150.900.649.801.400.600.150.150.105........c.ccovoiririririeiiiiiireanns Callimico
B01.050.150.900.649.801.400.600.150.150.114......cceeiiiiiriieieieeeeaeaene Callithrix
B01.050.150.900.649.801.400.600.150.150.450........c.ccoecerrrirerierniniineanens Leontopithecus
B01.050.150.900.649.801.400.600.150.150.710......cceeeeererirrieieeieieeaieaens Saguinus
B01.050.150.900.649.801.400.600.150.710.......ccvevverrririnrireieernnienne Saimirinae
B01.050.150.900.649.801.400.600.150.710.710......coeeererenriiiieieieeaeaens Saimiri
B01.050.150.900.649.801.400.600.575........ccccererririnrinrireieriene Pitheciidae
B01.050.150.900.649.801.400.800.......c.ccerereeerririerienieriaeanas Tarsii
B01.050.150.900.649.801.400.800.500........c.ccerrrrirrinrirernrneens Tarsiidae
B01.050.150.900.649.801.700........cccererueiaiairiiaenieneeens Strepsirhini
B01.050.150.900.649.801.700.200.........cccerriremrirriirierieearaneas Cheirogaleidae
B01.050.150.900.649.801.700.508.......c.cccererererririirienierieeanas Lemuridae
B01.050.150.900.649.801.700.508.490........ccceruerrrrinrinrerererneene Lemur
B01.050.150.900.649.801.700.572......ccueiuireeeeearirienienieieeeanas Lorisidae
B01.050.150.900.649.801.700.572.408........ccccoevrimiiriirireienniens Galago
B01.050.150.900.649.833.........ccciiiiiiiieiceieeeeee Proboscidea Mammal
B01.050.150.900.649.833.249........ccceviriiiiiiiiiieireeens Elephants
B01.050.150.900.649.833.500........cccererueieiaenieaienieneeens Mammoths
B01.050.150.900.649.833.525........cccevirueiiiiiiiirereeenes Mastodons
B01.050.150.900.649.865........coceeerieiieeeiierenieneas Rodentia
B01.050.150.900.649.865.328........ccceoerueieiiiiiirenieeeees Chinchilla
B01.050.150.900.649.865.373.....cccicerierieieiaieieaiesieenens Cuniculidae
B01.050.150.900.649.865.419......ccceceiiiiiiiiieiie e Dasyproctidae
B01.050.150.900.649.865.510......ccccererieieiainiiaiesieieene Dipodomys
B01.050.150.900.649.865.545........cccoccerveiiiiiiiireiiens Gophers
B01.050.150.900.649.865.550........cccceerueieiaiiiinienieneeens Guinea Pigs
B01.050.150.900.649.865.600.........ccccervereiriniinrinrinenes Mole Rats
B01.050.150.900.649.865.600.700.........cccemereerererierienieriaianas Spalax

B01.050.150.900.649.865.635..........ccccvvmiriiiiiiiiiiiins Muridae
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B01.050.150.900.649.865.635.070..........ccccceveririiiiniiciinnns Arvicolinae
B01.050.150.900.649.865.635.150.........cccceveriiriiniiiiiiiiie Cricetinae
B01.050.150.900.649.865.635.150.250.........cccccvviiiiiiiiiiiiiiice, Cricetulus
B01.050.150.900.649.865.635.150.500.........cccceiriiiiniiiiiiiie Mesocricetus
B01.050.150.900.649.865.635.150.630.........cccccevvriiiiiiiciiiiice Phodopus
B01.050.150.900.649.865.635.300.........ccccccieriiiiiniiiiiiinie Gerbillinae
B01.050.150.900.649.865.635.505..........ccccoivrieriininiiies Murinae
B01.050.150.900.649.865.635.505.500...........ccccceiiiiiniiiiiiiine Mice
B01.050.150.900.649.865.635.505.500.150.........c.ccccvnriiiiriniiniininn, Mice, Congenic
B01.050.150.900.649.865.635.505.500.400.........cccccviiiiiiiiiniirne Mice, Inbred Strains
B01.050.150.900.649.865.635.505.500.400.025..........cccooiiiriiiinininiiiiine Mice, 129 Strain
B01.050.150.900.649.865.635.505.500.400.200.........cccccriiiiriiniriinne Mice, Hairless
B01.050.150.900.649.865.635.505.500.400.300..........ccccceuriiriiriiniiiiiiniinne Mice, Inbred A
B01.050.150.900.649.865.635.505.500.400.318........cccccoeviiiiiiiiiiriiee Mice, Inbred AKR
B01.050.150.900.649.865.635.505.500.400.338..........cccoevriiriiriiniiiiiiiinnne Mice, Inbred BALB C
B01.050.150.900.649.865.635.505.500.400.388...........ccoccviiiiriiiiriine Mice, Inbred C3H
B01.050.150.900.649.865.635.505.500.400.420..........cccoeriiririiniiininiicnnne Mice, Inbred C57BL
B01.050.150.900.649.865.635.505.500.400.420.500........ccccccvriiiiriiiinienne. Mice, Inbred mdx
B01.050.150.900.649.865.635.505.500.400.440..........ccccooriiriniiniiiininiinne Mice, Inbred CBA
B01.050.150.900.649.865.635.505.500.400.445...........ccocviiiiiiininiine Mice, Inbred CFTR
B01.050.150.900.649.865.635.505.500.400.500..........ccccoriiriiriiniiininiinne Mice, Inbred DBA
B01.050.150.900.649.865.635.505.500.400.510........ccccceiiiiiiiiiininiine Mice, Inbred ICR
B01.050.150.900.649.865.635.505.500.400.555..........cccooriiriiiiiniinicine Mice, Inbred MRL Ipr
B01.050.150.900.649.865.635.505.500.400.565...........ccccviiiiiiiiiriiee Mice, Inbred NOD
B01.050.150.900.649.865.635.505.500.400.580..........ccccecuriiriiniiniiiiiniiinnne Mice, Inbred NZB
B01.050.150.900.649.865.635.505.500.400.600...........ccoccrriiiriiririinne Mice, Inbred SENCAR
B01.050.150.900.649.865.635.505.500.550...........cccevriiririiniinninnn, Mice, Mutant Strains
B01.050.150.900.649.865.635.505.500.550.025...........cccciiiiiiiiiiniine Mice, 129 Strain
B01.050.150.900.649.865.635.505.500.550.100..........cccceiriiriniiniiiiiiiinnne Mice, Biozzi
B01.050.150.900.649.865.635.505.500.550.230........ccccccevriiiiriiririine Mice, Hairless
B01.050.150.900.649.865.635.505.500.550.265..........cccccviiriiriiniiniiiicnnne Mice, Inbred mdx
B01.050.150.900.649.865.635.505.500.550.430........ccccccrriiiniininiinie Mice, Jimpy
B01.050.150.900.649.865.635.505.500.550.455..........cccooviiiiiriiniiiiiine Mice, Knockout
B01.050.150.900.649.865.635.505.500.550.480..........ccccvriiiriiririine Mice, Neurologic Mutants
B01.050.150.900.649.865.635.505.500.550.500..........cccccviiriiriiniiiiiniiinnns Mice, Nude
B01.050.150.900.649.865.635.505.500.550.530........ccccoevuriiiiriiniiiine Mice, Obese
B01.050.150.900.649.865.635.505.500.550.560..........cccccviuriiriiniiiiniiinnne Mice, Quaking
B01.050.150.900.649.865.635.505.500.550.780.........cccovvriiiiiiriiriine Mice, SCID
B01.050.150.900.649.865.635.505.500.800..........cccccerriiiririiniiininnnnn, Mice, Transgenic
B01.050.150.900.649.865.635.505.500.800.500.........c.ccccuriiiiiiiniriine Mice, Knockout

B01.050.150.900.649.865.635.505.500.800.500.025...........cccovriiririinininininne Mice, 129 Strain
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B01.050.150.900.649.865.635.505.700........cccccerrrrinrinrireierneene Rats
B01.050.150.900.649.865.635.505.700.400..........cceeemerrerirnieiaiaenieneas Rats, Inbred Strains
B01.050.150.900.649.865.635.505.700.400.080.........ccoeererrierierieininiiineanns Rats, Inbred ACI
B01.050.150.900.649.865.635.505.700.400.090.........cceeererirrierieiaiaeaneanens Rats, Inbred BB
B01.050.150.900.649.865.635.505.700.400.110......ccoccmriririiriiieieiniaeanns Rats, Inbred BN
B01.050.150.900.649.865.635.505.700.400.130......ccccoeerererierieiieieiaeaieanns Rats, Inbred BUF
B01.050.150.900.649.865.635.505.700.400.165.........ccecvririireniciiiiiineanns Rats, Inbred Dahl
B01.050.150.900.649.865.635.505.700.400.200.........cceeererirrirrieieiaiaeanns Rats, Inbred F344
B01.050.150.900.649.865.635.505.700.400.275........c.ccoeceririireneieiniineanns Rats, Inbred LEC
B01.050.150.900.649.865.635.505.700.400.280........ccceeeruerieririiaiaiaeaeanns Rats, Inbred Lew
B01.050.150.900.649.865.635.505.700.400.290.........ccoecerrrierierieininiiineanens Rats, Inbred OLETF
B01.050.150.900.649.865.635.505.700.400.300........ccceeerrereerieriaiaiaieaeaens Rats, Inbred SHR
B01.050.150.900.649.865.635.505.700.400.360.........ccoccererreerieriereiniinianens Rats, Inbred WF
B01.050.150.900.649.865.635.505.700.400.390........cccueererirrirrieieiaiaieanns Rats, Inbred WKY
B01.050.150.900.649.865.635.505.700.500..........ccoecvrurrrenrirreierrenienne Rats, Long-Evans
B01.050.150.900.649.865.635.505.700.550.........c0cceeruerrenieieeinenenienee Rats, Mutant Strains
B01.050.150.900.649.865.635.505.700.550.110......cccccurirrriirieieieiiineanns Rats, Brattleboro
B01.050.150.900.649.865.635.505.700.550.308.........cceeerierierieiieieiainieanns Rats, Gunn
B01.050.150.900.649.865.635.505.700.550.408.........ccocceririirinerniniinennns Rats, Hairless
B01.050.150.900.649.865.635.505.700.550.508.........ccocererirrierieiaincnieanns Rats, Nude
B01.050.150.900.649.865.635.505.700.550.700.........ccoeceririerierereiniineanens Rats, Zucker
B01.050.150.900.649.865.635.505.700.750.......ccccoeeeuerienieieeieinennenens Rats, Sprague-Dawley
B01.050.150.900.649.865.635.505.700.825.........cccevruriiniinieieininiee Rats, Transgenic
B01.050.150.900.649.865.635.505.700.900..........cceeeurrrererieeeaenenienens Rats, Wistar
B01.050.150.900.649.865.635.680.........cccccereeerirriiriirieieinias Sigmodontinae
B01.050.150.900.649.865.635.680.510.....c..ccereeeiiiiiiiinieieeeeene Peromyscus
B01.050.150.900.649.865.635.700........cccceeeeeerirririirieieiainas Spalax
B01.050.150.900.649.865.640........ccceierieieiaiaiinienieieene Myoxidae
B01.050.150.900.649.865.663..........cccervereiniriinrinrieeees Octodon
B01.050.150.900.649.865.692........cccecerueieiaiaiiaienieieeans Porcupines
B01.050.150.900.649.865.750........ccccruerueirininiinrenrenenes Sciuridae
B01.050.150.900.649.865.750.460.........cccceeererrerririirieieeiaeanas Marmota
B01.050.150.900.649.875.......ccociiinriecieinireneienes Scandentia
B01.050.150.900.649.875.770.....ccceiiererieieiaeeieaieaieeeens Tupaiidae
B01.050.150.900.649.875.770.770......cccocirvieeeriiriirierieieieneas Tupaia
B01.050.150.900.649.879.......cceiiieieiiieeeceeseiea Sirenia
B01.050.150.900.649.879.125.......cccviiriiiiiiiiiiereeene Dugong
B01.050.150.900.649.879.750......ccccererieieiaiaieaieaieneeens Trichechus
B01.050.150.900.649.879.750.350........ccccuemiuririiiiieiieeieeinnn Trichechus inunguis
B01.050.150.900.649.879.750.500.......c.cccererererririerienieriaeanas Trichechus manatus

B01.050.150.900.649.900.........cccccvvvriiriiniiirinicinne Xenarthra
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B01.050.150.900.649.900.200........cccccerueieininiinrenreeenes Armadillos
B01.050.150.900.649.900.750........cccerereeieiaiaeaienieeeens Sloths
B01.050.150.900.833.......cccveiriiirerircreieee e Reptiles
B01.050.150.900.833.100.....cccccueeeiiiiaaiiieeaiiiee e Alligators and Crocodiles
B01.050.150.900.833.150......ccccerveriirreieieeieseeee Dinosaurs
B01.050.150.900.833.393......ccueiuiiiieicieeeeee e Lizards
B01.050.150.900.833.393.500........ccceruerueeriniiniinrenrenenes Iguanas
B01.050.150.900.833.672.....c.cceiuirieieiiieieeiieiene e Snakes
B01.050.150.900.833.672.250........ccceruerueiiininiiarenreeenes Boidae
B01.050.150.900.833.672.280........ccceruerieieianiiienienieeeeans Colubridae
B01.050.150.900.833.672.350........ccceruerueriainiiniinrenreeenes Elapidae
B01.050.150.900.833.672.350.225.......cccererieieieniinienieieeanae Bungarus
B01.050.150.900.833.672.875......ccccceruerveiiiiinieirenieeenes Viperidae
B01.050.150.900.833.672.875.120......ccuecereeeeeeieeiiniesieieeenas Agkistrodon
B01.050.150.900.833.672.875.200.......ccccemuireeeriiriiriesieieiainns Bothrops
B01.050.150.900.833.672.875.280.......ccceruereeeriiaiiniesieieeanas Crotalus
B01.050.150.900.833.672.875.750.......cccimvieeieiiriiricnieieiaas Russell's Viper
B01.050.150.900.833.672.875.875.....c.cceiireieieieeiiiesieieeenae Trimeresurus
B01.050.150.900.833.848........cocevviireecieiriircneenes Turtles
B01.050.500.......ccccceiuiiiiiiiiiiiieieeie Invertebrates
B01.050.500.097......ccuiiiieiiriirieieieiee e Annelida
B01.050.500.091.426........ccocoviuiiiiieeeieaieeee e Leeches
B01.050.500.091.426.400........cccocemreruemeiniirierienienas Hirudo medicinalis
B01.050.500.091.657 .....ceeiieieaiiiieiieieeeieeie e Oligochaeta
B01.050.500.091.700........ccecirmirrirircireirneeseereenes Polychaeta
B01.050.500.137...cueiiieieiieiisieeieieeee e Arthropods
B01.050.500.131.166........ccoerrrirrirercreirneerieeenes Arachnida
B01.050.500.131.166.132.......ceiiiiieiiieeecee e Acari
B01.050.500.131.166.132.419......ccccciririiiiiiiicreereeeee Mites
B01.050.500.131.166.132.419.050.......ccccererieeniniirieieieeanae Acaridae
B01.050.500.131.166.132.419.575......ccceiiriiiiiinircieeei Psoroptidae
B01.050.500.131.166.132.419.600.......c.cccererrerririiriaieeriaeanas Pyroglyphidae
B01.050.500.131.166.132.419.600.200.........cccvveeriirireniieiieenieeene Dermatophagoides farinae
B01.050.500.131.166.132.419.600.215.....cceiuiiiiiiiieeieee e Dermatophagoides pteronyssinus
B01.050.500.131.166.132.419.750.......cccccemirriiririircieieias Sarcoptidae
B01.050.500.131.166.132.419.750.800........cccereierauiriirieieieeeeene Sarcoptes scabiei
B01.050.500.131.166.132.419.850.......cccccemirieiririirienicieieas Tetranychidae
B01.050.500.131.166.132.419.875......cceiiiiiieiiiieieeee Trombiculidae
B01.050.500.131.166.132.419.900........ccccemireeeririirenieieieias Varroidae
B01.050.500.131.166.132.832......ccccurierieieiaiaiiaienieieens Ticks

B01.050.500.131.166.132.832.100........cccocriiriiniiiiriicies Argasidae
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B01.050.500.131.166.132.832.100.100........ccceruerrrriirinrereeereeene Argas
B01.050.500.131.166.132.832.100.700........cccereeeianiriinieieeeeaeens Ornithodoros
B01.050.500.131.166.132.832.400.......cccccemirreeririirierieieianas Ixodidae
B01.050.500.131.166.132.832.400.200........cccreeerraririenieeeeeeanens Dermacentor
B01.050.500.131.166.132.832.400.425........ccceoeiriiiiriireeeriene Ixodes
B01.050.500.131.166.132.832.400.712.....cceierieiiiaiiiaieeeeeeiene Rhipicephalus
B01.050.500.131.166.132.832.400.712.700.......cceeeieiereeiieeeeiieeeeieeens Rhipicephalus sanguineus
B01.050.500.131.166.667.......ccoeeieieiiieeeiiieieienas Scorpions
B01.050.500.131.166.803........cocemireeieeienirienesenas Spiders
B01.050.500.131.166.803.200........ccccrerueeeianiniiaienieneaeane Black Widow Spider
B01.050.500.131.166.803.600........cccceeerirreeiiieearieeeeiennnn Brown Recluse Spider
B01.050.500.131.365.....c.cciveuerririeieieeeieaee e Crustacea
B01.050.500.131.365.055........ccimimreecirinircneene Amphipoda
B01.050.500.131.365.060.......cccemereeereareniiriarieneenas Anostraca
B01.050.500.131.365.060.050........ccccoerueiriniiniinrinrireees Artemia
B01.050.500.131.365.070....c.ccceuereieieieienierieniesieneas Arguloida
B01.050.500.131.365.150.......ccccimimrieiieieniricnesienas Cladocera
B01.050.500.131.365.150.200........cccerereeieianiaienienieneeens Daphnia
B01.050.500.131.365.160......ccccvveerrieeeiiieeeiiieeeieennn Copepoda
B01.050.500.131.365.190.....cccciiriiiiiiaiiiiee e Decapoda (Crustacea)
B01.050.500.131.365.190.050........ccceruerueieiriiniinrenreeennes Anomura
B01.050.500.131.365.190.070.....ccccceruerieiaieieiiaiesieneeeans Astacoidea
B01.050.500.131.365.190.110.....cccviiiiiiiiieiieeiee e Brachyura
B01.050.500.131.365.190.150......c.ccceruerieieiaiiaieaienieieeene Crangonidae
B01.050.500.131.365.190.550........ccccruirueieininiinrenrieenes Nephropidae
B01.050.500.131.365.190.615.....cceiirerieieieiiceiesieeeene Palaemonidae
B01.050.500.131.365.190.625........cccoverveieiiiiiireireeeees Palinuridae
B01.050.500.131.365.190.635......ccccererieieieiaieaieaieieeens Pandalidae
B01.050.500.131.365.190.660........cccccerueirrniniarenrinenes Penaeidae
B01.050.500.131.365.250.......cccciruereeieieienienicniesieneas Euphausiacea
B01.050.500.131.365.400........ccccemimreeceeiniirieniennennas Isopoda
B01.050.500.131.365.640.......ccccemerueiieeeaiireienieneas Pentastomida
B01.050.500.131.365.880.......ccccemremreeeeriiriirierienienas Thoracica
B01.050.500.131.450.......cccoeiiiiiiiiiiiiiiiiieesiee Horseshoe Crabs
B01.050.500.131.617 .c..cviiiiiiiriiccecee e Insects
B01.050.500.131.617.069.......ccccireieiieeeiieresienas Beetles
B01.050.500.131.617.069.307 ......cccccererueiirniiiirenrenenes Fireflies
B01.050.500.131.617.069.615......cccceiereieieiiiaeseeane Tenebrio
B01.050.500.131.617.069.799......ccccerireiiiiiiiiresieeeees Tribolium
B01.050.500.131.617.069.900........ccccceririeiairiinienieieens Weevils

B01.050.500.131.617.104......ccciiieeeieeeeee e Ephemeroptera
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B01.050.500.131.617.140......cccoviiiiiiieiciececeee Cockroaches
B01.050.500.131.617.140.100.......cccerereieiaiieiaiesieeens Blattellidae
B01.050.500.131.617.140.580........ccceruerueiiiniiiirinreeenes Periplaneta
B01.050.500.131.617.289.......cceiiiiieiiieeecee e Diptera
B01.050.500.131.617.289.208.........ccceiviiiiiiieiiieiiceieeis Ceratopogonidae
B01.050.500.131.617.289.260........cccererueiaianiiiiaienieieeens Chironomidae
B01.050.500.131.617.289.275......cccccviiriiiiieiiieeeeeeees Culicidae
B01.050.500.131.617.289.275.100.......cccerereeeeieeiirieieieeenas Aedes
B01.050.500.131.617.289.275.120......cccecervieeiriiriiricnieeeieis Anopheles
B01.050.500.131.617.289.275.120.400........cccererierrriinieieeeeaene Anopheles gambiae
B01.050.500.131.617.289.275.225.......ccoccimieiiiiiireieeis Culex
B01.050.500.131.617.289.275.612.....c.cceiiiiieieieiieieeenae Ochlerotatus
B01.050.500.131.617.289.310.....ccccrciruirieiiieiiinresreeees Drosophilidae
B01.050.500.131.617.289.310.250......cc0ccemeeeeeeieniirieieeieeenae Drosophila
B01.050.500.131.617.289.310.250.500.......cccceiuieriiriieiieirienieeene Drosophila melanogaster
B01.050.500.131.617.289.310.250.750........cceruerieriaiirienieieeeeaeene Drosophila simulans
B01.050.500.131.617.289.400........cccccerueieinirinrinrieenes Glossinidae
B01.050.500.131.617.289.400.700.......c.cccemereerririirierieiaeanas Tsetse Flies
B01.050.500.131.617.289.642........cccceoerueiiiiiiiireereeenes Muscidae
B01.050.500.131.617.289.642.470.......ccoccerereeiiiiieieeeanae Houseflies
B01.050.500.131.617.289.781.....cceiiriieiiiiiiiiecrceeee Psychodidae
B01.050.500.131.617.289.781.602.......cccerireieiiirieiieieeanae Phlebotomus
B01.050.500.131.617.289.797 .....ooiiiiiiiiiieieeie e Sarcophagidae
B01.050.500.131.617.289.800........cccererueieiaiaiiaienieieeens Simuliidae
B01.050.500.131.617.289.850........cccererueiriiiniinrenrieenes Tephritidae
B01.050.500.131.617.289.850.150.......cccerereeeeririiriesieieianas Ceratitis capitata
B01.050.500.131.617.412.....cccoiieeecieeeeeee e Hemiptera
B01.050.500.131.617.412.165......cccccviereiiieeeeeeeieene Aphids
B01.050.500.131.617.412.420.......ccccveeeiiieeeiiieeeiieeeeieennn Heteroptera
B01.050.500.131.617.412.420.150.......ceccemireieinineieieanas Cimicidae
B01.050.500.131.617.412.420.150.100........cccererririrrinrereeereene Bedbugs
B01.050.500.131.617.412.420.700.......ccccemireiaiririieieeanas Reduviidae
B01.050.500.131.617.412.420.700.850........ccccruerrininriirireieriene Triatominae
B01.050.500.131.617.412.420.700.850.600..........ccereruerreririeiaiaeaienens Panstrongylus
B01.050.500.131.617.412.420.700.850.700.........coccvecurrrrinieeierriniene Rhodnius
B01.050.500.131.617.412.420.700.850.800..........ccveeeuerreierieeiaenieniennns Triatoma
B01.050.500.131.617.412.600........ccccceevuereeieirenieneeeene. Planococcus Insect
B01.050.500.131.617.479.....coeiiiiiiiiieeiiee e Hymenoptera
B01.050.500.131.617.479.205.......cccceoireiiiiiiiiesreeen Ants
B01.050.500.131.617.479.387 .....cceieieeieieieeeieaeesieeeee Bees

B01.050.500.131.617.479.900.........ccccceiriiiiiiiiiiiiiiiens Wasps
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B01.050.500.131.617.485.......cccveeeeieeeceee e Isoptera
B01.050.500.131.617.567....c.cceiuiieieiiieeecee e Lepidoptera
B01.050.500.131.617.561.200........ccccoerueieiiininrenreeenes Butterflies
B01.050.500.131.617.561.650........cccerereeieiaiiiaienieieeeans Moths
B01.050.500.131.617.561.650.100.........cccemvireeeririiricrieieinnas Bombyx
B01.050.500.131.617.561.650.525.......ccccererieeniniinieieieeanas Manduca
B01.050.500.131.617.561.650.700........ccccemireererrririireiaiainas Spodoptera
B01.050.500.131.617.590.......cceeuereieeieieeeirienenieneas Mantodea
B01.050.500.131.617.634.......ccooiiiriiiiieiicneiee Odonata
B01.050.500.131.617.678....c.cceiiieiiiiieeeieeseiena Orthoptera
B01.050.500.131.617.678.369.......cccceeeeviieeeiiieeeieeeeieennn Grasshoppers
B01.050.500.131.617.678.369.500..........ceeeiiuirraiiiieaiieeeiennn Locusta migratoria
B01.050.500.131.617.678.410......cccccerueriiiiiiiiirereeeees Gryllidae
B01.050.500.131.617.690.......ccccceieieeeiieeeieienesienas Phthiraptera
B01.050.500.131.617.690.050........ccccruerueieiiiriinrenrenenns Amblycera
B01.050.500.131.617.690.060........ccccoerueeeianriiaienieieenns Anoplura
B01.050.500.131.617.690.060.716.......ccocerireiririirierieieienas Pediculus
B01.050.500.131.617.690.060.730.......cccererererreriirieiierieeanas Phthirus
B01.050.500.131.617.690.450........ccccovevuemeeieiinieieeene. Ischnocera
B01.050.500.131.617.750.......ccoeireiieiieeecienenena Siphonaptera
B01.050.500.131.617.750.200.......ccceeeeririeeiiireeiiee e Ctenocephalides
B01.050.500.131.617.750.800........cccerereeiaiaiiiinienieieeens Tunga
B01.050.500.131.617.750.950........cccerirueieinininrenreeenes Xenopsylla
B01.050.500.131.617.800.....cccccvieiiiiiaiiiieeeiieeeien Thysanoptera
B01.050.500.217...ccueiiiieiieeiiececee e Bryozoa
B01.050.500.272......cooeeeeeeeeeeeeeeeeeeeeeeevennnns Chordata, Nonvertebrate
B01.050.500.272.199......cccciiieiiieeciiee e Cephalochordata
B01.050.500.272.199.500.......cceueruerieieeereeierieniesienea Lancelets
B01.050.500.272.400........cccceiviimmieniieiieiirienieeanne Hyperotreti
B01.050.500.272.400.380.......cceuirueeeieiereaienienieneeneas Hagfishes
B01.050.500.272.727 .....c.oeoveiiiiriirieeeeeie e Urochordata
B01.050.500.272.727.300.......ccccereaieeeieneaisieniesienea Ciona intestinalis
B01.050.500.308.......cccceiriiriirieieieiiiaienne Cnidaria
B01.050.500.308.237 .....ceeveuiaiiiiieieeeieeee e Anthozoa
B01.050.500.308.237.700........cccemimreeeeeiiririerienrennas Renilla
B01.050.500.308.237.750........ccccuiiiiiiiieiiceeceeee Sea Anemones
B01.050.500.308.361.......cccvrurriiirirircreieeie e Cubozoa
B01.050.500.308.485........ccoeieuiiriieieeeieeie e Hydrozoa
B01.050.500.308.485.400.........cccceeimreeeieiiniirienieniennas Hydra
B01.050.500.308.550........cccerruiriiieieeeieaieeieneenes Myxozoa

B01.050.500.308.550.500........c.ccccriurierieniiriniieinne Myxobolus
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B01.050.500.308.690........ccceeviemmieiiieiiiiieeniee e Scyphozoa
B01.050.500.308.690.750.......cccceruereeiieaieeierienienieneas Sea Nettle, East Coast
B01.050.500.325.......cccviveeiieeciee e Ctenophora
B01.050.500.408.........cocoveiiiiiiiiiciie e Echinodermata
B01.050.500.408.560........ccccceevrrueriiiierieieeeenne Sea Cucumbers
B01.050.500.408.560.150.......ccccememereiiarenirienienieneas Cucumaria
B01.050.500.408.560.400.........c.ccocemremeeeeriirieriennenas Holothuria
B01.050.500.408.560.700.........ccccememuerereareairierienienea Stichopus
B01.050.500.408.578........ccoevmuiiriiririreienienie s Sea Urchins
B01.050.500.408.578.050.......cccemuereeiiieeaiirieniesiena Anthocidaris
B01.050.500.408.578.070.......ccccemvimreeeeeieniirieniennenes Arbacia
B01.050.500.408.578.400.........cccceeviiriiiiniiiiieiieee. Hemicentrotus
B01.050.500.408.578.500........cccceeemreeeeaieriirierieniennas Lytechinus
B01.050.500.408.578.600.........cccceevirriieiiiiiienieenn. Paracentrotus
B01.050.500.408.578.800........ccccceerrrriianiieaiieiieeee Strongylocentrotus
B01.050.500.408.578.800.600.........ccceeerirreaiiieaaiieeeaieennn Strongylocentrotus purpuratus
B01.050.500.408.765........ccoccvmuirrenrirereirnienieneenes Starfish
B01.050.500.408.765.070.......ccccerueieeeeiereeicrienienieneas Asterias
B01.050.500.408.765.075........cocemimreeeeeinirieniesiene Asterina
B01.050.500.500......c.ccceeerrriirierieieianiaieaens Helminths
B01.050.500.500.132......cccciireiiieeeciiee e Acanthocephala
B01.050.500.500.132.546.......cceerueieeeeeeieaiieieneneeneas Moniliformis
B01.050.500.500.294.......ccoevruiirirircreirsie e Nematoda
B01.050.500.500.294.100.......cceirereeeeeeeeicrieseseeneas Adenophorea
B01.050.500.500.294.100.275.......ccccererreiiiiiniiresreeenes Enoplida
B01.050.500.500.294.100.275.200.......cccceruereeerririerieieerieeanas Dioctophymatoidea
B01.050.500.500.294.100.275.570......cceeirveeeieiiriirienieieeennas Mermithoidea
B01.050.500.500.294.100.275.780......ccecereeeeaieaiiienieieeanas Trichuroidea
B01.050.500.500.294.100.275.780.180........coeruerririirinrerereeeene Capillaria
B01.050.500.500.294.100.275.780.608........ccccoeeerrruiiinieieieeaeene Trichinella
B01.050.500.500.294.100.275.780.608.700..........cccecvrrriniireeeirinienne Trichinella spiralis
B01.050.500.500.294.100.275.780.628........ccereieeaiiiiieieieeaeene Trichuris
B01.050.500.500.294.700........cccceerrrreriieeieneeeenes Secernentea
B01.050.500.500.294.700.100........cccerereeiaiaeaieaienieneeeane Ascaridida
B01.050.500.500.294.700.100.090.........cccemieeeririirierieieeannas Ascaridia
B01.050.500.500.294.700.100.100.......cccereererenrerieriereeriaeanas Ascaridoidea
B01.050.500.500.294.700.100.100.075........cocerverriniirinrireeerniene Anisakis
B01.050.500.500.294.700.100.100.108........coereierririenieieieeeeens Ascaris
B01.050.500.500.294.700.100.100.108.425..........ccoevrrniniiieininiee Ascaris lumbricoides
B01.050.500.500.294.700.100.100.108.700.......c.ocrveeemerrerieieeeeeaienianens Ascaris suum

B01.050.500.500.294.700.100.100.700.........cccceiirririiriiiicicnne Toxascaris



2016 MeSH Tree Hierarchy

Tree location

B01.050.500.500.294.700.100.100.780........coeruerrrriinrinreeeeerneene Toxocara
B01.050.500.500.294.700.100.100.780.225.......ccocoveerueieinirieeieeeieeieeas Toxocara canis
B01.050.500.500.294.700.500........cccccerueieininiinrenrinenes Oxyurida
B01.050.500.500.294.700.500.500.......c.ccemereeerrerirrienieieaeanas Oxyuroidea
B01.050.500.500.294.700.500.500.308..........coerrririnrinrireierneene Enterobius
B01.050.500.500.294.700.700........cccereruereaearaeiaieaieneeens Rhabditida
B01.050.500.500.294.700.700.640.........cccoeereeerrriricrieieiaias Rhabdiasoidea
B01.050.500.500.294.700.700.640.680........cccreeerrrurieinieieieeaeens Strongyloides
B01.050.500.500.294.700.700.640.680.600..........ccccvrrrririrreieirnrienne Strongyloides ratti
B01.050.500.500.294.700.700.640.680.700.......c.0ceeeiuereaiieeeaieeeaieeens Strongyloides stercoralis
B01.050.500.500.294.700.700.660..........ccccereeerrririeneiarnnnas Rhabditoidea
B01.050.500.500.294.700.700.660.250........cccrereerirurnienieieiaeanens Caenorhabditis
B01.050.500.500.294.700.700.660.250.250..........ccecvrrriniireeeininiennes Caenorhabditis elegans
B01.050.500.500.294.700.750......ccccererueieiarneaieaieneeens Spirurida
B01.050.500.500.294.700.750.225.........cccceeireemririiricnieieieneas Camallanina
B01.050.500.500.294.700.750.225.250........cccreieeauiaieaieeeeeeaeenes Dracunculoidea
B01.050.500.500.294.700.750.225.250.250........ccccveiirireiirieieeeeeees Dracunculus Nematode
B01.050.500.500.294.700.750.700.......ccccemerereairiirienierieeaneas Spirurina
B01.050.500.500.294.700.750.700.300........cccrerrrriirinrereeenneens Filarioidea
B01.050.500.500.294.700.750.700.300.043.......ccociveeemeireieieeeeeeees Acanthocheilonema
B01.050.500.500.294.700.750.700.300.088.........c.ccecvrurrreniieiieininienne Brugia
B01.050.500.500.294.700.750.700.300.088.500.........ccceerrererrieriaiaiaeaieanns Brugia malayi
B01.050.500.500.294.700.750.700.300.088.550.........ccoeererrierieriereinieireanens Brugia pahangi
B01.050.500.500.294.700.750.700.300.208.........ocoeeeueirerienieiaenieeeenens Dipetalonema
B01.050.500.500.294.700.750.700.300.230.......cc0ccverruririneieeieirenienes Dirofilaria
B01.050.500.500.294.700.750.700.300.230.300........cccuererrerirrieieeieiaieaeanens Dirofilaria immitis
B01.050.500.500.294.700.750.700.300.230.650.........ccoecererrierierieininiineanens Dirofilaria repens
B01.050.500.500.294.700.750.700.300.410.......ccueveeemeieeaeeneeeeenieeiaeas Loa
B01.050.500.500.294.700.750.700.300.438.........cocoverrurriniireieirinniene Mansonella
B01.050.500.500.294.700.750.700.300.470.......ccoerueeaueaeererieeeeenienienens Microfilaria
B01.050.500.500.294.700.750.700.300.510.......cc0ccverrurireniieeieireniene Onchocerca
B01.050.500.500.294.700.750.700.300.510.850......c.ccceeuerrerirrierieieiaieaieaens Onchocerca volvulus
B01.050.500.500.294.700.750.700.300.700.........c0ccverrerineiieeeeeriniennes Setaria Nematode
B01.050.500.500.294.700.750.700.300.708.......ccocoveermeireairieeieeaieeienens Wuchereria
B01.050.500.500.294.700.750.700.300.708.150......c.cccvrrrieriiriiieieiniireanns Wuchereria bancrofti
B01.050.500.500.294.700.750.700.680........cceruereeriaurrienieieeeeaeene Spiruroidea
B01.050.500.500.294.700.750.700.722........cccerereirinrinrereeeeneene Thelazioidea
B01.050.500.500.294.700.750.700.722.375.......cceiueeaeaesesieeeeeeeieees Gnathostoma
B01.050.500.500.294.700.775.......ccccerereerininiirenrenenes Strongylida
B01.050.500.500.294.700.775.100......cccccerereeerieriiriesienieianas Ancylostomatoidea

B01.050.500.500.294.700.775.100.100.........ccccevirririiiiiiicice, Ancylostoma
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B01.050.500.500.294.700.775.100.550........ccccrerririnrinrereeereene Necator
B01.050.500.500.294.700.775.100.550.100........cccceeiiirriiiniiiiiiiieeene Necator americanus
B01.050.500.500.294.700.775.400........ccccemireeiiriririneieiennas Heligmosomatoidea
B01.050.500.500.294.700.775.400.550........cccererieraiiinieieeeeaeene Nematospiroides
B01.050.500.500.294.700.775.400.550.275.......ccccovecviiiiniireieinnnienes Nematospiroides dubius
B01.050.500.500.294.700.775.400.575.....ccccocerevieiaiiiieeeeee Nippostrongylus
B01.050.500.500.294.700.775.588........ccccueiiiriiiiiiieiieeieean Metastrongyloidea
B01.050.500.500.294.700.775.588.080........ccerueeemiauiirinieieeeeanens Angiostrongylus
B01.050.500.500.294.700.775.588.080.225.........ccceemiriiieeiiiaieniieeenn Angiostrongylus cantonensis
B01.050.500.500.294.700.775.600.......c.cccererrreririirieierieeanas Molineoidae
B01.050.500.500.294.700.775.600.550........ccccoereirinrinrireinrneene Nematodirus
B01.050.500.500.294.700.775.710....c.cceieiiieieieeiinesieieeenae Strongyloidea
B01.050.500.500.294.700.775.710.600.......ccccciviiriiriiaiieirienene Oesophagostomum
B01.050.500.500.294.700.775.710.700........cccererieiaiieieeeeeeaeene Strongylus
B01.050.500.500.294.700.775.746........ccccueiieiiiiiiieiieeeen Trichostrongyloidea
B01.050.500.500.294.700.775.746.300........ccccrerierrriinieieieeanens Dictyocaulus
B01.050.500.500.294.700.775.746.410......cccocereieiiiiiareeeeee Haemonchus
B01.050.500.500.294.700.775.746.432......cccocereiieiiiiiieeeeee Ostertagia
B01.050.500.500.294.700.775.746.610.......cccerverriniiriirereeeeee Trichostrongylus
B01.050.500.500.294.700.825........ccceiereerieiaiiinieaieeeens Tylenchida
B01.050.500.500.294.700.825.825.........ccceevireeeriiririnieieies Tylenchoidea
B01.050.500.500.736.....c.ccoveurarerieieeeeeieaieaeeneens Platyhelminths
B01.050.500.500.736.215.......ccocimrireecieiiniirienenenas Cestoda
B01.050.500.500.736.215.228.......c.ccceierieieieiaieaieaieeeene Diphyllobothrium
B01.050.500.500.736.215.228.831......ccevuiivieeiniiriinienieieiis Sparganum
B01.050.500.500.736.215.327.....cceiereeieieiaiaieaiesieeeene Echinococcus
B01.050.500.500.736.215.327.400........ccccemimririiiiieiieenieennn Echinococcus granulosus
B01.050.500.500.736.215.327.500.........ccceriuririiiiiciiieieeenn Echinococcus multilocularis
B01.050.500.500.736.215.454........cccooemveiiiniiiirearieenes Hymenolepis
B01.050.500.500.736.215.454.400.........ccccomcerereririirieierieeanas Hymenolepis diminuta
B01.050.500.500.736.215.454.410.......ccciiveiiiiiiiiiiieiieeeeen Hymenolepis nana
B01.050.500.500.736.215.520......ccccceierieieiainiiaieaieeens Mesocestoides
B01.050.500.500.736.215.800........ccccrueruereinrriinrenrenenes Spirometra
B01.050.500.500.736.215.800.810......cccceruereeeerinierianierieeanas Sparganum
B01.050.500.500.736.215.895........ccceruerueieiiiniiirenreeeees Taenia
B01.050.500.500.736.215.895.286.......c.ccererieeriiriirieiieieeanas Cysticercus
B01.050.500.500.736.215.895.643........cccceeiimriiiiiiieeieeieeenn Taenia saginata
B01.050.500.500.736.215.895.775.....c.ccceiiriieininiineieieeenae Taenia solium
B01.050.500.500.736.715.......ccovimrireeeinieniirieneseenas Trematoda
B01.050.500.500.736.715.300.......ccccererueieiainieaienieneeens Dicrocoeliidae

B01.050.500.500.736.715.300.308..........ccccovumivriininiicies Dicrocoelium
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B01.050.500.500.736.715.360........ccccruerueieininiinrenrirenes Echinostomatidae
B01.050.500.500.736.715.360.310......ccecerueeeeaiiaiiniesieieianas Echinostoma
B01.050.500.500.736.715.408........ccccooerueimininiirinrenenes Fasciolidae
B01.050.500.500.736.715.408.380.......c.ccemerieeareriirienieriaeanas Fasciola
B01.050.500.500.736.715.408.380.420........ccccoerrrrinrinrireieriene Fasciola hepatica
B01.050.500.500.736.715.465.......cccererieieiaiiiaeaeeene Heterophyidae
B01.050.500.500.736.715.520........ccceruerueieinininrenrieenes Opisthorchidae
B01.050.500.500.736.715.520.210.......cccviiiiiiiiiiiicciceeeee Clonorchis sinensis
B01.050.500.500.736.715.520.700........cccceeireeeriiririeireieiannas Opisthorchis
B01.050.500.500.736.715.600.......ccceeeeiiiiaaiiieeaiiieeaieennn Paramphistomatidae
B01.050.500.500.736.715.770.....ccccocerireieininiinrenreeenes Schistosomatidae
B01.050.500.500.736.715.770.680.......ccccerereeerreniirierieieianas Schistosoma
B01.050.500.500.736.715.770.680.510.......ccceevvirieiiiecceeeee Schistosoma haematobium
B01.050.500.500.736.715.770.680.570......cccueveeiiiiiaiiiieeieeeaienne Schistosoma japonicum
B01.050.500.500.736.715.770.680.700.........cccereerrininieiiereeennes Schistosoma mansoni
B01.050.500.500.736.715.800.....c.cccuueeeiiiiaaiieeaiiie e Troglotrematidae
B01.050.500.500.736.715.800.610.......ccccemvieeiriiriiriciicieianas Paragonimus
B01.050.500.500.736.715.800.610.900.......ccueeeeiurreaiiieeeciieeaieenne Paragonimus westermani
B01.050.500.500.736.847.......ccocimrinreecineniirenienrenas Turbellaria
B01.050.500.500.736.847.610.....ccccccererieieiaiiiaiesieieens Planarians
B01.050.500.500.770.....c.cccumirirrinrirereirneenieneenes Rotifera
B01.050.500.644.........ccocieeiiiiiieeaiaeine Mollusca
B01.050.500.644.080........cccccvrmimrinriririrnienienenes Bivalvia
B01.050.500.644.080.050.......ccccememueririeeniirienenieneas Arcidae
B01.050.500.644.080.050.700........cccccerueieininiinrenrenenes Scapharca
B01.050.500.644.080.150.......cccccemereeeieeeeiriarienieneas Cardiidae
B01.050.500.644.080.175.......ccooiminieiininirienesienas Corbicula
B01.050.500.644.080.225........ccccemeiueeiiaieaiieienenienea Dreissena
B01.050.500.644.080.500........ccccceevirmeriieeieneeeenne Mercenaria
B01.050.500.644.080.535.......ccccemirieiieeieniieienienienea Mya
B01.050.500.644.080.537.......ccocimrinrieiineniirienienieneas Mytilidae
B01.050.500.644.080.537.500........cccccerueriaiainiiaienieneeens Mytilus
B01.050.500.644.080.537.500.500.........ccceeveeemriiriirienieiainnnas Mytilus edulis
B01.050.500.644.080.537.600........cccccerueieeaiareaienienieens Perna
B01.050.500.644.080.643.........c.cocemvemeeeiriricnienienas Ostreidae
B01.050.500.644.080.643.150......ccccceeuriiiiniiiiiciieeiies Crassostrea
B01.050.500.644.080.643.600........c.cccerueirinininrinrinenes Ostrea
B01.050.500.644.080.660..........cccceruereeeereniirierienieneas Pectinidae
B01.050.500.644.080.660.600..........cccerueirininrinrenrirenes Pecten
B01.050.500.644.080.670.......cccccemereeeieareaiirierieneeneas Pinctada

B01.050.500.644.080.750........cccccriurierieniiiiniieiinne Spisula
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B01.050.500.644.080.850........ccceeemreeemniiriirienieniennas Unionidae
B01.050.500.644.080.850.050........ccccrereeieianeniinienieneaens Anodonta
B01.050.500.644.080.850.850........cccccueruemiririniinrinrinenes Unio
B01.050.500.644.116.....c.ccoveiiiieeeeeeieeie e Cephalopoda
B01.050.500.644.116.150.......ccccveeeirieeeiiieeeiiieeeieennn Decapodiformes
B01.050.500.644.116.150.500........ccccceruerieiaiiiaenienieens Loligo
B01.050.500.644.116.150.700........ccccccerueririnininrenrenenes Sepia
B01.050.500.644.116.550.......ccccererieiiieieeirieienieneas Nautilus
B01.050.500.644.116.600........cccceeevirieeeiiieeeiiieeeneennn Octopodiformes
B01.050.500.644.400.......cccceeeiiiiiaiiieaaiiiee e Gastropoda
B01.050.500.644.400.060.........c.ccoccemrememrinirieriennenes Aplysia
B01.050.500.644.400.150.......cccccemereieieeeiienenieneas Clione
B01.050.500.644.400.275........cccoeimrinmeennnirieniennennas Conus Snail
B01.050.500.644.400.400........ccccememenieaeeirierenienea Hermissenda
B01.050.500.644.400.600.........cccceevvrreieineeieneeiene Pleurobranchaea
B01.050.500.644.400.750.......cccccememeiieeeeinianenieneas Snails
B01.050.500.644.400.750.185........cccceruerueirininiiirenrieenes Biomphalaria
B01.050.500.644.400.750.323......cccceierieieiainiaieaieneeens Bulinus
B01.050.500.644.400.750.450........cccccermeiiininiarinrinenes Helix (Snails)
B01.050.500.644.400.750.645........cccceoirerieiaiiiaeseeene Lymnaea
B01.050.500.644.400.800........ccccccemrermeeeeririeniennennas Tritonia Sea Slug
B01.050.500.644.600........cccceeeiiiiraiiiiaaiiieeaeeenn Polyplacophora
B01.050.500.714......oooiiiiiiieiiecce e Parasites
B01.050.500.740......cccieeeriiiniiieieieeaienns Placozoa
B01.050.500.802........ccccueiriiririiieieiiiiaienns Porifera
B01.050.500.802.039.....c.cciimurriiriiieieeeieeie e Agelas
B01.050.500.802.080........cccevruirririrereirnieseereenes Axinella
B01.050.500.802.160........cccerauirrerieeeeaieaeeaeeseenes Callyspongia
B01.050.500.802.175......cccviiiiiiieiieeiie e Crambe Sponge
B01.050.500.802.200........cccerrurrreieereaieaieneeieenes Dysidea
B01.050.500.802.360........cccccvrmimrinrircreirnieniereenns Geodia
B01.050.500.802.380.......ccceureuirreieeeeeieaieeee s Haliclona
B01.050.500.802.650........cccccvrmimrinrircenirnieriereenes Petrosia
B01.050.500.802.670.....c.cccuerruiriiiiieeeieaieeie s Plakortis
B01.050.500.802.775.......ccoveiriireirereeeirnie e Suberites
B01.050.500.802.785........ccueuiauiireieieeeieaieaee s Theonella
B01.050.500.802.900.........cccceivimmuieiiieiieiieenieeane Xestospongia
B01.050.500.907.....cciueieieiieicniesieieeeieeieine Tardigrada

BO1.175. e Choanoflagellata
B0O1.206......cciiieiaiiiee e Cryptophyta

BO1.237 ... Diplomonadida
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B01.237.385.....cecieiieiiriinieeeeee e Giardia
B01.237.385.400......ccccieeeririiriiieieieeaieaens Giardia lamblia
BO1.268.....cviiieiiieieeee e Euglenozoa
B01.268.250.......cccueieiieiirieieieeeece e Euglenida
B01.268.250.320......cccccueieiiriirieieieieeaienne Euglena
B01.268.250.320.418......cciiiiieiiieeeiiee e Euglena gracilis
B01.268.250.320.500........cccecviiriieiiieiieiieeniee e Euglena longa
B0O1.268.475......coiiieieieeeee e Kinetoplastida
B01.268.475.868.........cccveiiiiiiiiiieiieeeee Trypanosomatina
B01.268.475.868.110.....cccoieieiieriiiceeiecie e Crithidia
B01.268.475.868.110.350.......ccccccviviriieiiieeiesieeee Crithidia fasciculata
B01.268.475.868.488........ccocviuirieeieeeieaie e Leishmania
B01.268.475.868.488.080........ccccceevuvrveiiiieieneeeee Leishmania braziliensis
B01.268.475.868.488.230........cccceiiiiiiiiiiiiieiieee Leishmania donovani
B01.268.475.868.488.240........cccceevviieiiieeeee Leishmania enriettii
B01.268.475.868.488.285.......ccceeiiiiiieeiieeeeeeeen Leishmania guyanensis
B01.268.475.868.488.325........ccccveiiiiieiieeeeee Leishmania infantum
B01.268.475.868.488.405........ccoeiiiiiiaiiiieeeeeeeee Leishmania major
B01.268.475.868.488.410.......ccccccviviiiieieieeeceeee Leishmania mexicana
B01.268.475.868.488.680.......ccccceveiiieeiiiieeiiieeeienn Leishmania tropica
B01.268.475.868.887.......cceeiviiiiiiiiieiieiieeniee e Trypanosoma
B01.268.475.868.887.080.......cccveeiiiiiaiiiieeeiieeeien Trypanosoma brucei brucei
B01.268.475.868.887.110....cccuceiiiiiiiiiieieeiee e Trypanosoma brucei gambiense
B01.268.475.868.887.115.....cciiiiiiieieeeeieeeeee e Trypanosoma brucei rhodesiense
B01.268.475.868.887.128........cciviiiiiiiieiieeiee e Trypanosoma congolense
B01.268.475.868.887.140......ccccveiiiiiieiiiieeeiieeeeen Trypanosoma cruzi
B01.268.475.868.887.410....ccc.ceiiiiiiiiiieiieeee e Trypanosoma lewisi
B01.268.475.868.887.680.......cccveeiiiiiaiiiieeeiieeeienn Trypanosoma rangeli
B01.268.475.868.887.850........ccccuveriiiiiiiiiiiieiieee Trypanosoma vivax
B01.300......ccueeeeeieeierieriesieieieeaiae Fungi

B01.300.053......coiiiiiiiiieeieeee e Agricultural Inoculants
B01.300.107...ceeeiiiiieeeeeeee e Ascomycota
B01.300.107.320......ccccviiiiiieiiiiiieceeee e Eurotiales
B01.300.107.320.125.....cecieieieeieieeeeeeeie e Byssochlamys
B01.300.107.320.200........cccecvruiiririreireirreesee s Emericella
B01.300.107.320.215.....cveieiieicieeeeeeieeie e Eupenicillium
B01.300.107.320.218.....cecieeiieiirireeeeieeee e Eurotium
B01.300.107.320.500........ccceveuirieiiieeeieaieeeeneenes Monascus
B01.300.107.320.550......cccceiriiiiieiiieiie e Neosartorya
B01.300.107.320.800......ccccueieiiiieeeiieee e Talaromyces

B01.300.107.320.820......ccccvvreiriieeiiieeeeiiee e Thermoascus
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B01.300.107.501 ..o Hypocreales
B01.300.107.501.200........ccuerruirierieieeeieaie e Claviceps
B01.300.107.501.220......ccceeiriiiieiieeiie e Cordyceps
B01.300.107.501.310.....ceeieiieiiiieieeeeieeie e Epichloe
B01.300.107.501.400........ccevvrinrinrirereirniesee e Gibberella
B01.300.107.501.430.....ccciieiiiriiieieeeieeie e Hypocrea
B01.300.107.501.550.......cccumrriirinrirereienieree s Nectria
B01.300.107.575.....coeiiieiiieeee e Magnaporthe
B01.300.107.650........cciiieiiiiiieiieeieeciee e Onygenales
B01.300.107.650.080.......ccccecuiiiiiiiiiiiiiiiesieees Arthrodermataceae
B01.300.107.655.......ccccveveeieeeeee e Ophiostomatales
B01.300.107.655.600........cccccvmuireiiireaieaieaeeneenes Ophiostoma
B01.300.107.685.......cccoecveiiieiiiiieceeeeee Parmeliaceae
B01.300.107.685.500........cccccveuirreiiireaieaieaieeenes Usnea
B01.300.107.715. ..o Phyllachorales
B01.300.107.730....cceeeiieieeiieeeiiee e Pneumocystis
B01.300.107.730.650.......cccemrieieeiiieiieeieeniee e Pneumocystis carinii
B01.300.107.730.700.....cccciiiieaiiiaeeiiee e Pneumocystis jirovecii
B01.300.107.780.......ccvereiieeeiieeecee e Pseudallescheria
B01.300.107.795......oiiieeieeeee e Saccharomycetales
B01.300.107.795.190......cccveiriiiiieiieeiie e Debaromyces
B01.300.107.795.192.....ceeiiiiiieseeeeeeie e Dekkera
B01.300.107.795.200.......ccccuureiiieeecrieeeciiee e Dipodascus
B01.300.107.795.230.....c.cciieieiiieeieieeeieeie e Endomyces
B01.300.107.795.250.......cccccuiiiiieiiiecieceeeee Eremothecium
B01.300.107.795.393.....ccoiiiiieiieeeeeee e Hanseniaspora
B01.300.107.795.536......ccceeirieiiieiiieiie e Kluyveromyces
B01.300.107.795.550........ccueiiuiirenieieeeiecie e Lipomyces
B01.300.107.795.575.....cocoiiiiiiiereeeeeeeie e Metschnikowia
B01.300.107.795.700........cceieuiieiieeeeeieeie e Pichia
B01.300.107.795.785......ccciiiiiiiieiieee e Saccharomyces
B01.300.107.795.785.800......ccccueeeiiiiaaiiieeeiieeeiean Saccharomyces cerevisiae
B01.300.107.795.815......coiiiiiiiieeieee e Saccharomycopsis
B01.300.107.795.830.....ccceiiiieiiiieeeiiee e Torulaspora
B01.300.107.795.905........cceiriirereicreireie e Williopsis
B01.300.107.795.980........ccueiruiiriiiieeeieeie e Yarrowia
B01.300.107.795.990.......cccoeiriiiiieiiieiie e Zygosaccharomyces
B01.300.107.797 ...ooeeiieeeieeee e Schizosaccharomyces
B01.300.107.800.......ccccecueiireeiiiieieeeeeeeee Sordariales
B01.300.107.800.150.....c.cciueurauiireieireeieaie e Chaetomium

B01.300.107.800.629.......cccvvveirieeeirieeeciiee e Neurospora
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B01.300.107.800.629.564........ccoovevrieeeiieeeeciie e Neurospora crassa
B01.300.107.800.700......ccciuieeiiieeeiiieee e Podospora
B01.300.107.950........ceiiiiiiieiieiieenee e Xylariales
B01.300.179. ... Basidiomycota
B01.300.179.100........ceiiieiiieieiieere e Agaricales
B01.300.179.100.105.....ceeeeureeeaieeieeeeeieeie e Agaricus
B01.300.179.100.107 .....oeeiiieiiieiiieiieeiee e Agrocybe
B01.300.179.100.110..c..ceeieieeiieeeeeeieeie e Amanita
B01.300.179.100.125.....c.ocoiiiieiirereeeeeeee e Armillaria
B01.300.179.100.200........cceeieuiieiiieeeeieaie e Coprinus
B01.300.179.100.205........ccccveiirieiiieeeceeeee Cortinarius
B01.300.179.100.215.....ceeieieicieeeeeieeie e Cyathus
B01.300.179.100.320.....c.cccviiriiiririiceeieeee e Flammulina
B01.300.179.100.350.......cccueureuiiiieeeeeieeie e Grifola
B01.300.179.100.360........ccuevrrirrirercreieniesie s Hebeloma
B01.300.179.100.502........cceeieuirieieeeeieeie e Laccaria
B01.300.179.100.515.....cociiiiiirerccececie e Lentinula
B01.300.179.100.515.810....c.ccueiuirieieiiieieecee e Shiitake Mushrooms
B01.300.179.100.550.......cccccuiiirieiiiieieceeeee Marasmius
B01.300.179.100.645........coveiiiieeeeeieeie e Pholiota
B01.300.179.100.650.......cccoccviiirieiieeieeceeeee Pleurotus
B01.300.179.100.660........ccoereuireiiiieeeieaieeeeenes Psilocybe
B01.300.179.100.750......cccveiriiirieiiieiie e Schizophyllum
B01.300.179.100.780.....ccceiiiieiiiiaeeiiee e Termitomyces
B01.300.179.100.790.....c.cccviiriiirirerereireie e Tricholoma
B01.300.179.100.875.....cocieieiieieieeeeeeie e Volvariella
B01.300.179.110..c.cceeeiiieeeee e Phakopsora pachyrhizi
B01.300.179.120.....ceeiiiiieeiiieeiee e Polyporales
B01.300.179.120.174.....oooiiiiiieceeee e Coriolaceae
B01.300.179.120.174.070....c.ccceiiieieiieeeec e Antrodia
B01.300.179.120.174.600........cccemimreeeieinircrienrenns Poria
B01.300.179.120.174.850.......cceeiieeieieieeeieenesiena Trametes
B01.300.179.120.379......cciiiiiiiieeie e Ganoderma
B01.300.179.120.379.700.......cceiereeaieeeieieeceiesie e Reishi
B01.300.179.120.760........ccoeirieiieiiiieiie e Polyporaceae
B01.300.179.120.760.649.........ccceviiiiiiiiiciece Phanerochaete
B01.300.179.120.760.675.......c.coieeiiiiiiieieeiee e Polyporus
B01.300.179.120.760.690.......ccccereieeeiiaeeiiienenienas Pycnoporus
B01.300.179.853......c.oeiiieeiiieiee e Ustilaginales
B01.300.179.853.800........cccerruirieiiirieieaie e Ustilago

B01.300.230......ceieiiiieiiieiieeieeiee e Blastocladiomycota
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B01.300.230.074.....c..eiiiieiieeieecieeee e Allomyces
B01.300.230.150......cceeieeeeiieicrieieieieesieine Blastocladiella
B01.300.230.200........cccceeeaiiieiieiieeniee e Coelomomyces
B01.300.248......ccoiiiiiiieeee e Blood-Borne Pathogens
B01.300.283......cciiiiiiiiiieieeeeeee e Chytridiomycota
B01.300.300......cciiiiieaiiiieeiee e Fungi, Unclassified
B01.300.300.300......cccciuireeiriireriiieeeieeee e Entomophthorales
B01.300.300.300.150.....c.cciueuraeirieieieeeieeie e Conidiobolus
B01.300.300.300.300......ccccumreirireecrieeeiiieeeineeens Entomophthora
B01.300.300.500........cccceeiiiiiiiiiiciie e Mucorales
B01.300.300.500.030.......cccumrrmirrinrirernieneesee e Absidia
B01.300.300.500.150.....cccciuiieiiiiaeiiieee e Cunninghamella
B01.300.300.500.480........cccevrmimriririenirnieneeneenes Mortierella
B01.300.300.500.500........cccerruiruiieirenieaieaeeneenes Mucor
B01.300.300.500.750......ccccemrieimeaiiaeniieiieenieeanne Phycomyces
B01.300.300.500.795.....c.cciieueeuiiieieeeeeieeee e Rhizomucor
B01.300.300.500.800........cccecvruimrenrirereirniereeneenes Rhizopus
B01.300.320.....cciiiiieeeiiieeeiee e Glomeromycota
B01.300.340.....ccccoiiririiniereeeeeceeeee Lichens
B01.300.340.458.........cocooiiiiiiiiiciceee Parmeliaceae
B01.300.340.458.500........cccccummimrinriririirnieieeeenns Usnea
B01.300.360......cceiiieeaiiiieeiiee e Microsporidia
B01.300.360.500.......cccccureiiiireniiieeciieee e Microsporea
B01.300.360.500.500.......cccumieiiiiiieiiieaeiiiee e Microsporida
B01.300.360.500.500.100.......ccccueeerrireeiiieeeiieeeeneennn Apansporoblastina
B01.300.360.500.500.100.175.....cceierierieieiaiaieaienieeeens Encephalitozoon
B01.300.360.500.500.100.175.175.....cccocuveeeereeerieeeeieee e Encephalitozoon cuniculi
B01.300.360.500.500.100.200.....c.cccuveeeiiireaiiieeaiieeeaieennn Enterocytozoon
B01.300.360.500.500.100.400........ccccoermeierniniinrenrerenes Nosema
B01.300.360.500.500.100.900........cccerereeiaianenienienieneeene Vittaforma
B01.300.360.500.500.600........ccceeerrieeariieeaiiereeeennnn Pansporablastina
B01.300.360.500.500.600.050........ccccruereeeeianiniinieneeneenenns Amblyospora
B01.300.360.500.500.600.400........cccccerueirrnininrinrinenes Glugea
B01.300.360.500.500.600.500........cccccerurieianiniinienieieaens Loma
B01.300.360.500.500.600.650........c.cccuermeriririniinrenrirenes Pleistophora
B01.300.360.500.500.600.800........cccccuerueieianinienienieneaeans Thelohania
B01.300.360.520......cccccuvreiiiireeiiieeciiee e Microsporidia, Unclassified
B01.300.381....eieieiieeeieeeee e Mitosporic Fungi
B01.300.381.025.......cccoiiiiiiieiiieeceeeee Acremonium
B01.300.381.075.....ceiiiiiiiiieiec e Alternaria

B01.300.381.081....ccueiiiieiiieieeeece e Aspergillus
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B01.300.381.081.170......cccviiriiiiieiieeiie e Aspergillus flavus
B01.300.381.081.295......cciiiiieiieeeceee e Aspergillus fumigatus
B01.300.381.081.420......ccccceiuiiiriiiiieiie e Aspergillus nidulans
B01.300.381.081.450......ccciiiiiiiiiiaiiieeeiiee e Aspergillus niger
B01.300.381.081.480......ccccceiriiiiieiiieiieeieeniie s Aspergillus ochraceus
B01.300.381.081.500......ccccuiriiiiiieiiieeeiiiee e Aspergillus oryzae
B01.300.381.103......cccieiiiieieeeee e Beauveria
B01.300.381.125. ..o Blastomyces
B01.300.381.128......cceeieiiiiriiricccceiee Botrytis

B01.300.381.137 ..o Brettanomyces
B01.300.381.147 ..o Candida
B01.300.381.147.326.....c..ccveiiiiiiieeeeeie e Candida albicans
B01.300.381.147.400........cccceiviiiiiiiieiieiieeniee e Candida glabrata
B01.300.381.147.800......ccccuiiaiiiiieiiieeeiiiee e Candida tropicalis
B01.300.381.170....ccciiiiieiieeieecieee e Chrysosporium
B01.300.381.200......ccciiiieiiiiieeiiee e Cladosporium
B01.300.381.230......cccviieiieieieeee e Coccidioides
B01.300.381.235......cciiiieiieiinieeieeeieaieine Colletotrichum
B01.300.381.258........cciiiiiiiiiieiiece e Cryptococcus
B01.300.381.258.300.....cccciiiieiiiiieiiieee e Cryptococcus gattii
B01.300.381.258.366.........ccceevieireiiiieiieiieenieeane Cryptococcus neoformans
B01.300.381.299......cciiiiieiiiirieieieeeieseene Duddingtonia
B01.300.381.340.....ccccviiieeiiieeeiiee e Epidermophyton
B01.300.381.355......cciieieiieiinieieieeeesieine Exophiala
B01.300.381.366........cccecveirireeirrieieeeeeeee Fusarium
B01.300.381.380.....cccueieeeeririirieieieieeiaieene Geotrichum
B01.300.381.385......ccueiiiriiiiricicieieesiene Gliocladium
B01.300.381.420......ccciiiiiiiiiieeieee e Helminthosporium
B01.300.381.440......cccccuvveeiireeiie e Histoplasma
B01.300.381.490........ccociiiiiiiiiiecic e Kloeckera
B01.300.381.502.......cccoccviiiiiiiiiieie e Lacazia

B01.300.381.515. .cueieiieieiieiieieeeeesie e Madurella
B01.300.381.522.......cceiiiiiiiiieeece e Malassezia
B01.300.381.541 ..o Metarhizium
B01.300.381.560......cccccuvveiiiireeiiieeciieee e Microsporum
B01.300.381.570...c.cccueeemieiieiinieieieieeaieens Neotyphodium
B01.300.381.640........cccciiiiiiiieiiieieeeiee e Paecilomyces
B01.300.381.648.........cocieiiiiiiicicceee Paracoccidioides
B01.300.381.662.......ccccveiriiriiriiieieiiiaienne Penicillium
B01.300.381.662.592.......cccuiiiiiiiiiiieeeciiee e Penicillium chrysogenum

B01.300.381.706.......cccvvveeirereeiiieeciree e Phialophora
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B01.300.381.723.....ciiiiiieieeeeeee e Pyricularia grisea
B01.300.381.740......cciieeeiiiiiieieeeaieene Rhizoctonia
B01.300.381.750.......ccceiiiiieieiiiiecee e Rhodotorula
B01.300.381.785.....cciiieieeiieeee e Scedosporium
B01.300.381.802......ccccviveeiieeeiiie e Scopulariopsis
B01.300.381.820......ccueiueeerieiinieieieieeaieens Sporothrix
B01.300.381.840.....c.ceiiiiiiiieieiieeiee e Stachybotrys
B01.300.381.910.....cceiiiiiiieicec e Trichoderma
B01.300.381.928........ciiiiiiiiiieeieee e Trichophyton
B01.300.381.940......cceiiiiiiiiieeieee e Trichosporon
B01.300.381.950......ccccieiriiririeieieiiiaienne Verticillium
B01.300.655......cciiiiiiiiiieeee e Mycorrhizae
B01.300.665.......ccceeiiiiiiieiieiieeieeee Neocallimastigomycota
B01.300.665.600.......ccceeeeiiiiieiiiiaeeiiee e Neocallimastigales
B01.300.665.600.600.........c.ccccevrieiiiieieieeeene Neocallimastix
B01.300.665.600.675........cceeuvruirieieieeeieaieeeeeenes Piromyces
B01.300.930.......ccciiieiieieiieeece e Yeasts
B01.300.930.150.....ccciiiiieiiiiieeiiee e Brettanomyces
B01.300.930.176......cceeieeieiiriinieieieieeaienne Candida
B01.300.930.176.326........ccceiieiriiieieeeieeie e Candida albicans
B01.300.930.176.400........cccceiviiiriiiiieiieiieeniee e Candida glabrata
B01.300.930.176.800......ccccueeeiiiiaaaiieeeiiiee e Candida tropicalis
B01.300.930.316.....cueiiieeiiieiieiieeee e Cryptococcus
B01.300.930.316.300.....cccciuiieiiiieeiiieee e Cryptococcus gattii
B01.300.930.316.366........ccceeveeireeniieiieiieenieeane Cryptococcus neoformans
B01.300.930.323......cciiiiieiiiieeiee e Debaromyces
B01.300.930.326......cccciueieiiriirieieieiie e Dekkera
B01.300.930.330....ccceiiuiiieiiiiieeiiee e Dipodascus
B01.300.930.340.....cciiiiiiiiiiieiie e Endomyces
B01.300.930.350........cciiieiiiiiiiiece e Eremothecium
B01.300.930.443.......ccciieeeeeeeee e Hanseniaspora
B01.300.930.530......c..ciiiiiiiieiiiiecee e Kloeckera
B01.300.930.536........ccecieeiiiiiieiieeiee e Kluyveromyces
B01.300.930.555......ccoiiiiiiiiieiee e Lipomyces
B01.300.930.574.......cciiiiieiieece e Malassezia
B01.300.930.587......ccueieieiiiiinieieieeeeaieine Metschnikowia
B01.300.930.600.........cceiiririirieieieriiaienne Pichia
B01.300.930.650......c.ccceeeieriirieieieieeaieine Rhodotorula
B01.300.930.705........coiieeiiieieeiieeee e Saccharomyces
B01.300.930.705.655......ccciiiieiiiieeiiee e Saccharomyces cerevisiae

B01.300.930.710....ccceiiiieiieeieeeieeee e Saccharomycopsis
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B01.300.930.720.....c..ciiiieiiieieeiieeee e Schizosaccharomyces
B01.300.930.910....cceiiiiieeeiieeeeiee e Torulaspora
B01.300.930.930......ccciiiieeiieeeiiie e Trichosporon
B01.300.930.945......cccoiiiiiiiieeeeee Williopsis
B01.300.930.980.......ccccecviiireiiiiieceeeeee Yarrowia

BO1.400. ... Haptophyta
B01.500......ceieiieaiiiiiieieeeeeee Mesomycetozoea
B01.500.700......cciiiiieaiiieeiee e Rhinosporidium

BO1.625.. .. Oxymonadida
B01.630.....cciiiiiiiiiciiieicce Parabasalidea
B01.630.399......cciiiiiiiiiiieeeeee e Hypermastigia
B01.630.800.......ccccceiuiiiiiiiieiiieiieee Trichomonadida
B01.630.800.180.......ccceeveiiriiieiieie e Dientamoeba
B01.630.800.808.........ccceeveiiiiiiciiceieee Trichomonas
B01.630.800.808.717......oeiuieiiieiieiieeiie e Trichomonas vaginalis
B01.630.800.849........ccociiiiiiiiiici e Tritrichomonas
B01.630.800.849.325........ccoccviiiiiieiiieeieceee Tritrichomonas foetus
B01.650......cceieeeieeiiiiiieieieieeaae Plants
B01.650.232......cciiiiiiiiiiiieeeeee Glaucophyta
B01.650.232.200......ccciiiiiiiiiieeiieee e Cyanophora
B01.650.449.......ccciiiiiieeee Plant Weeds
B01.650.510....cccceieiiiiiiieieieecece e Plants, Edible
B01.650.510.344........ooiiiiiiiiiiic e Crops, Agricultural
B01.650.510.344.250........ccciiuiiiiiiiieieeie e Edible Grain
B01.650.510.956.........cccviiiiiiiiiiieiieeeee Vegetables
B01.650.520......ccceveeieeeeeeeeeeieevieevieeviennnns Plants, Genetically Modified
B01.650.560........ccccceiieiiiiiieiiee e Plants, Medicinal
B01.650.660........ccceeeiiririieieieeceeieeens Plants, Toxic
B01.650.700.......ccceiiiiriiiiieiiienieeiieene Rhodophyta
B01.650.700.150......cccieieririirieieieieesieine Chondrus
B01.650.700.325.......cccoeiiiieeiiiieece e Gracilaria
B01.650.700.500........ccccoeeiiiiiiiiiieiie e Laurencia
B01.650.700.585........ccoccveiiiiiiiiieiceeee Plocamium
B01.650.700.600.........cceieereriirieieieianiaeaens Porphyra
B01.650.700.610.....c.ceiiiieiiieieeiieeiee e Porphyridium
B01.650.723......cciiiiiiiiiiieiee Salt-Tolerant Plants
B01.650.819.....cciiiiiiiiiiiiiieceeeee Seedlings
B01.650.915......coiiiiiiiiece Trees
B01.650.940......ccccciveiiiieeiiee e Viridiplantae
B01.650.940.150......cceieieiiiiieieeeeaieene Chlorophyta

B01.650.940.150.133......ccciiiieiieeeciee e Acetabularia
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B01.650.940.150.300.......ccccureiiireeirieeeiiiee e Caulerpa
B01.650.940.150.469........ccoeviuirieiieeeeeieee e Chlorella
B01.650.940.150.469.400.........cccceiriimiiieniiaiieiiaee Chlorella vulgaris
B01.650.940.150.634.......coveiiiieieeeeieeie e Prototheca
B01.650.940.150.800........ccccceevrrierinieieeieeeee Scenedesmus
B01.650.940.150.900........cccciiruirieieireeieaieeee s Ulva
B01.650.940.150.925........ccoeovimiiriririneree e Volvocida
B01.650.940.150.925.344.......coiiiiieiiceecee e Chlamydomonas
B01.650.940.150.925.344.650.........ccccooviiiuiaiiiiiieiiceiees Chlamydomonas reinhardtii
B01.650.940.150.950........cceiiiiiieieeeieeieeee e Volvox
B01.650.940.800.......cccccvveiiiireiiiieeciiee e Streptophyta
B01.650.940.800.150......ccciiiieiiiiaeiiieeeiiiee e Charophyceae
B01.650.940.800.150.150.......cccerueirrreieieeieseeeee Characeae
B01.650.940.800.150.150.150......c.ccceruereeieiaiaiinienieseeens Chara
B01.650.940.800.150.150.575......cccccerirueiiiiiiiirenreeeees Nitella
B01.650.940.800.150.200.......cceeruereeereerenieriarienieneas Desmidiales
B01.650.940.800.150.200.150........cccerveueeeiniriinrenrenenes Closterium
B01.650.940.800.150.200.500........cccererueieianinienienieneeens Micrasterias
B01.650.940.800.150.990........cccouiiriiiiiieniieaiee e Zygnematales
B01.650.940.800.150.990.550........cccererueieiainienienienieens Mougeotia
B01.650.940.800.150.990.800........cccccerueieiniriinrenrinenes Spirogyra
B01.650.940.800.575.....ccciueieiiiiieieeeieeie e Embryophyta
B01.650.940.800.575.100........ccccuiiriiiiieniieeiee e Angiosperms
B01.650.940.800.575.100.009........cccererieieiaiiniiiienieieeens Aceraceae
B01.650.940.800.575.100.009.500..........cccemvieeerirriirienieieinnnas Acer
B01.650.940.800.575.100.010.....cceierierieieieiiecaiesiceeeans Acoraceae
B01.650.940.800.575.100.010.500.......c.ccemvieeeriiriirierieieinias Acorus
B01.650.940.800.575.100.014......ceoeieieieieieieieeieeene Adoxaceae
B01.650.940.800.575.100.018......ccceviiiiiiiieiieiiie e Agavaceae
B01.650.940.800.575.100.018.249.......cceciiineiiiiiieieieee Agave
B01.650.940.800.575.100.018.500.......c.ccerveeeeriiriiricrieierainas Yucca
B01.650.940.800.575.100.020........ccceruereeieianiaiiaienieeeeans Aizoaceae
B01.650.940.800.575.100.020.500.........ccccemiurerirrireiieinieennnn Mesembryanthemum
B01.650.940.800.575.100.022........ccceruerieieiaiieisieaieeeens Alangiaceae
B01.650.940.800.575.100.025........ccceoerveieiiiiiirenreeeees Alismatidae
B01.650.940.800.575.100.025.033.......c0eiirierieinienieniesieeeeenas Alismataceae
B01.650.940.800.575.100.025.033.044........cccoeieiniiriireeeeiene Alisma
B01.650.940.800.575.100.025.033.777 ..coeoueruerieiaieiieaieeeeeeieee Sagittaria
B01.650.940.800.575.100.025.399........cciiviiiiiiiiiiieieeeeien Hydrocharitaceae
B01.650.940.800.575.100.025.699......ccceeieiiiiiiiiiieeiiee e Potamogetonaceae

B01.650.940.800.575.100.025.977 ........ocivviiiniiiiiiicicices Zosteraceae
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B01.650.940.800.575.100.027 .......coceruerueiernininrenreeenen Aloe
B01.650.940.800.575.100.037......ccceveiuiiiiiiiiiiiic e Amaranthaceae
B01.650.940.800.575.100.037.100.......ccccemireeiririiricrieieianas Achyranthes
B01.650.940.800.575.100.037.130.....c.ccueiuireeieenieeieniesieieeenas Amaranthus
B01.650.940.800.575.100.037.333......cceiirvieeiniiniirienieeeieis Celosia
B01.650.940.800.575.100.044.........oooiiiiiiiiiiiiicieeeee Anacardiaceae
B01.650.940.800.575.100.044.277 ......ocvviivineeiririneneieeis Anacardium
B01.650.940.800.575.100.044.416.......ceoereneieinineieeenae Mangifera
B01.650.940.800.575.100.044.555.........ccccovireeieninincnieieies Pistacia
B01.650.940.800.575.100.044.666...........ceecereeererirerierieeanas Rhus
B01.650.940.800.575.100.044.705......ccccveeeirreeeieeeeieee e Semecarpus
B01.650.940.800.575.100.044.744.......cocoioeieiiiiiiiieee Toxicodendron
B01.650.940.800.575.100.065........ccccoveveereeieiieieceeenen Annonaceae
B01.650.940.800.575.100.065.500.........ccemereeerrerierierieriaeanas Annona
B01.650.940.800.575.100.065.750.........cccervieeeririiriinieieienas Asimina
B01.650.940.800.575.100.065.781 ......ccueiuiieerieieieriiieieieeenae Cananga
B01.650.940.800.575.100.065.812.......cccemviieiiiriiricnieieieias Goniothalamus
B01.650.940.800.575.100.065.875.......ccccererieeniiniinienieieeeenas Guatteria
B01.650.940.800.575.100.065.937.......coeirvireeiriiriircnieieeains Polyalthia
B01.650.940.800.575.100.065.968.........ccceoereeerririiriiiieieianas Rollinia
B01.650.940.800.575.100.065.984.........ccoeirveirininineieians Uvaria
B01.650.940.800.575.100.065.992.......c.ccemirieiniriiriiiieieeanas Xylopia
B01.650.940.800.575.100.075.......ccccererueiiiiiniiarenreeenns Apiaceae
B01.650.940.800.575.100.075.077 ....coeiiueieeiiiiaeiieeeieee e Anethum graveolens
B01.650.940.800.575.100.075.088.........cccevviriemriririnieieienas Angelica
B01.650.940.800.575.100.075.088.077 .....cceiueeeeiiiiiaiieeeieee e Angelica archangelica
B01.650.940.800.575.100.075.088.538........cccoeiririnriirireiieiene Angelica sinensis
B01.650.940.800.575.100.075.099.......ccciieririeniiniiieieieenas Apium graveolens
B01.650.940.800.575.100.075.144.......cooiiiiiiiiiiinciees Bupleurum
B01.650.940.800.575.100.075.166......cceceruereeeeiiniiiieiieieeanas Carum
B01.650.940.800.575.100.075.180......ccccirvereeeeiiriirienieieienas Centella
B01.650.940.800.575.100.075.199......cctiirineiniiiiieseieanae Cnidium
B01.650.940.800.575.100.075.211 ...cuovviivineiicieiniincieiei Coriandrum
B01.650.940.800.575.100.075.233......ccueiirieieieieeienie e Cuminum
B01.650.940.800.575.100.075.288.........coeovreeriieerecieeeien Daucus carota
B01.650.940.800.575.100.075.294.......coiiiiieiiiiiieieeenae Eryngium
B01.650.940.800.575.100.075.300.......ccccemueeeeriiriiricnieieeaieas Ferula
B01.650.940.800.575.100.075.333......ccuiiuiiieieieieniiniesieeeeenas Foeniculum
B01.650.940.800.575.100.075.388.......ccccemviieiriiriiricieieieis Hemlock
B01.650.940.800.575.100.075.388.155........coerieierieiiieieeeeeiee Cicuta

B01.650.940.800.575.100.075.388.188.........ccccevvrriiiiiiiic, Conium
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B01.650.940.800.575.100.075.411 ...cuoiviivinviiiieincncieei Heracleum
B01.650.940.800.575.100.075.488.......ccccerinieiiiiiiiieieeenae Levisticum
B01.650.940.800.575.100.075.511...cuovuiivinviicininiinieieeis Ligusticum
B01.650.940.800.575.100.075.568.......cccceruerererieniirieiieiieianas Oenanthe
B01.650.940.800.575.100.075.625........ccccevvieeirirircnieieieins Pastinaca
B01.650.940.800.575.100.075.750......ccccerereeerieriirieieieeanas Petroselinum
B01.650.940.800.575.100.075.798........ccociivireeiriirincnieieeias Pimpinella
B01.650.940.800.575.100.075.875.....c.cceiireeieieeiineieieeenae Sanicula
B01.650.940.800.575.100.075.937 ......ocuvivinviieiriiriircnieeeis Thapsia
B01.650.940.800.575.100.081.....ccciiiiieiiiiieeiieeeiiee e Apocynaceae
B01.650.940.800.575.100.081.043.......cocivviieiriinirenieieieis Alstonia
B01.650.940.800.575.100.081.088.......c.cccererireriiniirieiieieeanas Amsonia
B01.650.940.800.575.100.081.131...cceoviiiiiiiiieinircieeeei Apocynum
B01.650.940.800.575.100.081.153......ccuiiiiiiiieieieeiceiesieieeene Asclepias
B01.650.940.800.575.100.081.174.....ocviiiiiiiiiiinciee Aspidosperma
B01.650.940.800.575.100.081.217 ....cueiuiiiiieiieieieeie e Calotropis
B01.650.940.800.575.100.081.260.........cccevveeeeririirierieieinias Catharanthus
B01.650.940.800.575.100.081.303......ccueiirerrieiniiniinieieieeenae Cryptolepis
B01.650.940.800.575.100.081.325.......cceciruirieiniiriiricieieieis Cynanchum
B01.650.940.800.575.100.081.336......ccuecueruerereeieeierieiieieeanas Gymnema
B01.650.940.800.575.100.081.336.500.........cccvueermiiriieniieeieenieeane Gymnema sylvestre
B01.650.940.800.575.100.081.341 ......couiiiiiiiiieieii e Hemidesmus
B01.650.940.800.575.100.081.346.......cccemvirieeniriiricnicieienas Holarrhena
B01.650.940.800.575.100.081.389......cceiirieririniiiinieieieeanae Hoodia
B01.650.940.800.575.100.081.411 ....cooiviiviiviiiieinincieiei Marsdenia
B01.650.940.800.575.100.081.432......cceiiiiiiiiaiiiieieieenae Nerium
B01.650.940.800.575.100.081.604.........cccovviiemrinircnieieienas Ochrosia
B01.650.940.800.575.100.081.697......cceiiriiiiniiiieieeeenae Periploca
B01.650.940.800.575.100.081.777 ....cevvuiiviniieiriiniinienieieeeias Rauwolfia
B01.650.940.800.575.100.081.833......ccueiireiieeeiiniiniesieieeenae Strophanthus
B01.650.940.800.575.100.081.888.........ccovrveiiieeiriiiereeenn Tabernaemontana
B01.650.940.800.575.100.081.944.........ooeiiniiiiiiieieieae Thevetia
B01.650.940.800.575.100.081.958........ccccevirieiniriiricieieis Tylophora
B01.650.940.800.575.100.081.972......cciiiieiiiniiiieieieeenae Vinca
B01.650.940.800.575.100.081.979......ccuiiuiiviiiiriirincnieieieis Vincetoxicum
B01.650.940.800.575.100.081.986.......ccceririreriiriirieieieeanas Voacanga
B01.650.940.800.575.100.084........ccceoverveieriiniiirenreeenes Aquifoliaceae
B01.650.940.800.575.100.084.500.......c.ccererererreriirierieriaeanas llex
B01.650.940.800.575.100.084.500.500........c.ccerrrrirrinrireienneene llex guayusa
B01.650.940.800.575.100.084.500.750........cceruerieuiaiaiinieieieeanens llex paraguariensis

B01.650.940.800.575.100.084.500.875..........cccevviviriiiiiiiiice llex vomitoria
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B01.650.940.800.575.100.085........ccceoerueieininiiirinieeenes Araceae
B01.650.940.800.575.100.085.066..........ccoereeerreriirierieieeanas Alocasia
B01.650.940.800.575.100.085.077......ccevirvireeeriiriirienieieienas Amorphophallus
B01.650.940.800.575.100.085.088.........ccceeereeeriiriinieiieieeanas Arisaema
B01.650.940.800.575.100.085.109.......cccirvirieiriiriiricrieieieias Arum
B01.650.940.800.575.100.085.177 ....ceeeueiueieiieeeieniiniesieieeenae Calla Plant
B01.650.940.800.575.100.085.199.......cevirvirieiriinirienieeieis Colocasia
B01.650.940.800.575.100.085.211 .....ccouiiiiieeieieieeic e Cyrtosperma
B01.650.940.800.575.100.085.488.........cccevirverririirineieienns Philodendron
B01.650.940.800.575.100.085.500.......c.ccemereeerrerienienierieeanas Pinellia
B01.650.940.800.575.100.085.944.........ccooivieiririnineieians Xanthosoma
B01.650.940.800.575.100.085.972......cceiirierieiniieiiniesieeeanae Zantedeschia
B01.650.940.800.575.100.087 ........cocerueueieiaiiinrenrenenen Araliaceae
B01.650.940.800.575.100.087.249.......coccemineiiiniiieieeeenae Aralia
B01.650.940.800.575.100.087.374.......cccveviieeiiiieieeeee s Eleutherococcus
B01.650.940.800.575.100.087.412......ccueiiieeieieiieeieeanae Hedera
B01.650.940.800.575.100.087.431......ocuiiviiviiiiniiniincnieeiei Kalopanax
B01.650.940.800.575.100.087.450.......cccccererieieairiirieiierieianas Oplopanax
B01.650.940.800.575.100.087.500..........cccerveeeerirriirierieiaiainas Panax
B01.650.940.800.575.100.087.500.500.......c..ceeeiureeaiiieeaiieeaieenns Panax notoginseng
B01.650.940.800.575.100.093.......cccoviiieiiieieieeieceeeen Arecaceae
B01.650.940.800.575.100.093.088.......c.cccererireririirierieieeeanas Areca
B01.650.940.800.575.100.093.188........cecirvirieiniiriiricieieieis Calamus
B01.650.940.800.575.100.093.211 ....cueiuiiiiiiinieieeic e Cocos
B01.650.940.800.575.100.093.480.......c.cccemvireeeririiricnieieieinas Euterpe
B01.650.940.800.575.100.093.615......cceiererieeaiiniinieieieeanae Phoeniceae
B01.650.940.800.575.100.093.750.......cccirvireeiriiriiricnieieiaias Serenoa
B01.650.940.800.575.100.096........cccerereeieiainiiaienieneeens Avristolochiaceae
B01.650.940.800.575.100.096.211......cceivirviieiniriinicieieieis Aristolochia
B01.650.940.800.575.100.096.233.......cccererireniiniirienieieeanas Asarum
B01.650.940.800.575.100.100.......ccccevveruereeieireeieneeeene. Asteraceae
B01.650.940.800.575.100.100.037 ......ccueriirierieinieeieniesieieeanas Achillea
B01.650.940.800.575.100.100.041......cceivirvirieiririiricneieieias Achyrocline
B01.650.940.800.575.100.100.046.......c.ccererereririirierierieeanas Ageratina
B01.650.940.800.575.100.100.056.........cccemeeeiririricrieienains Ageratum
B01.650.940.800.575.100.100.065.........ccceeerereriniirierieieianas Ambrosia
B01.650.940.800.575.100.100.070.......cccemveeeeriiriiricrieieienas Ammi
B01.650.940.800.575.100.100.072......cceiiruerieiaiieiinierieieeanas Arctium
B01.650.940.800.575.100.100.075.......cocirvireeiririiricrieieieias Arnica
B01.650.940.800.575.100.100.100.......cccereereeerreriirienierieeanas Artemisia

B01.650.940.800.575.100.100.100.099.........cccevviririiiiiiiiiicne Artemisia absinthium
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B01.650.940.800.575.100.100.100.144.......coervereiniiiireeeeene Artemisia annua
B01.650.940.800.575.100.100. 111 ...ccueiviiiiiiieieieeie e Aster Plant
B01.650.940.800.575.100.100.118......ccueiirviieiniiriiricieeiis Atractylis
B01.650.940.800.575.100.100.126......ccecereerereeieniinienieieeanas Atractylodes
B01.650.940.800.575.100.100.133......ccuiiviiviieiniiniirenieeeis Baccharis
B01.650.940.800.575.100.100.137 ....ocouiiiiriiieineeiiniesieieeenae Bidens
B01.650.940.800.575.100.100. 141 .....ooiiviniiiiininiinieieeie Calendula
B01.650.940.800.575.100.100.154.......ceiiiiriiiniiii e Callilepis
B01.650.940.800.575.100.100.168.........cccerirreeririiricrieieiaeas Carduus
B01.650.940.800.575.100.100.187 ......couiiiiriiieieinienieieieeenae Carthamus
B01.650.940.800.575.100.100.181.500........cccccvererrreniereiieieeenne Carthamus tinctorius
B01.650.940.800.575.100.100.188........cecererireriaiiniesieieianas Centaurea
B01.650.940.800.575.100.100.195.......cociriiriiiririiricieieeie Chamomile
B01.650.940.800.575.100.100.195.099........ccereierriiinieieeeeeeee Anthemis
B01.650.940.800.575.100.100.195.288........cccerveiririnriirireierniene Chamaemelum
B01.650.940.800.575.100.100.195.488........ccereieriiiinieieeeeiene Matricaria
B01.650.940.800.575.100.100.195.744......ccvvveeeieeeeeee e Tripleurospermum
B01.650.940.800.575.100.100.200.......c.ccerererearerierienieieeeanas Chicory
B01.650.940.800.575.100.100.203.......cccemviieiniiriiricrieieiaias Chromolaena
B01.650.940.800.575.100.100.206.......c.cceruereeerreniirienieieeanas Chrysanthemum
B01.650.940.800.575.100.100.206.222.........cccoveeriiiiianieiieeneene Chrysanthemum cinerariifolium
B01.650.940.800.575.100.100.227 ......ccueiuireereeeeienienienieneeeanas Cirsium
B01.650.940.800.575.100.100.24 1 ......cceiinuiieiniiriiricieeieias Cnicus
B01.650.940.800.575.100.100.244.........cceiinmeiiiineieeanae Conyza
B01.650.940.800.575.100.100.248.........cccovirierririirineieienns Coreopsis
B01.650.940.800.575.100.100.255.......ccccereiirininiinieieieeanae Crepis
B01.650.940.800.575.100.100.269.......ccccervieeiniriirierieierannas Cynara
B01.650.940.800.575.100.100.269.500........cccreeerrruriiinieieieeanens Cynara scolymus
B01.650.940.800.575.100.100.289.......ccccimvieeiniiriiricireieienas Dahlia
B01.650.940.800.575.100.100.310......ccueiuereeieieienienieieeieeenas Echinacea
B01.650.940.800.575.100.100.317 ....ceevviivinriieiniiriinienieieieias Echinops Plant
B01.650.940.800.575.100.100.337 ......ccueivireeieenienienieieeieeanas Eclipta
B01.650.940.800.575.100.100.342.......cccimirieieririirieieieienas Erigeron
B01.650.940.800.575.100.100.347 ......ceueiuineeieieiiniiiesieieeanas Eupatorium
B01.650.940.800.575.100.100.349.......cccimirieiniriricnieeieins Flaveria
B01.650.940.800.575.100.100.352......ccueiuirurrieenieniinienieieeenas Geigeria
B01.650.940.800.575.100.100.355.......cccccimuirieiiriiriinicieieiias Gnaphalium
B01.650.940.800.575.100.100.356......cccceruererrenrinieriesieieianas Grindelia
B01.650.940.800.575.100.100.358.......cccccerviieeririiriciieieieias Haplopappus
B01.650.940.800.575.100.100.400.......c.cccerereererreriirierierieeanas Helianthus

B01.650.940.800.575.100.100.425..........cccccevemiinnininicicene Helichrysum
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B01.650.940.800.575.100.100.471.....ooviivinvieeiniiniirieieeeieis Inula
B01.650.940.800.575.100.100.500.......c.cceruereeearirierienieriaeanas Lettuce
B01.650.940.800.575.100.100.506.........cccemveeeeriiriirienieieinnnas Leuzea
B01.650.940.800.575.100.100.512......ccueiueieeieinieniinieieieeenas Mikania
B01.650.940.800.575.100.100.525.......ccccemieeeniriiricnieieienas Milk Thistle
B01.650.940.800.575.100.100.543.......ceciiueieenieniinieieeieeanas Montanoa
B01.650.940.800.575.100.100.562.........cccereeeerirririerieienannas Onopordum
B01.650.940.800.575.100.100.596.......c.cceruereeerreniirieieeieianas Petasites
B01.650.940.800.575.100.100.613......ccueivimviieiiiriirieiceeis Pulicaria
B01.650.940.800.575.100.100.631......ccueivireeiriniieienierieieeenas Ratibida
B01.650.940.800.575.100.100.665..........cceeeeeeririricnieieinnas Rudbeckia
B01.650.940.800.575.100.100.700.......ccccerrreeerreriirieieerieeanas Saussurea
B01.650.940.800.575.100.100.750.......cccemireeiniiriiricrieieiaias Scolymus
B01.650.940.800.575.100.100.775.....c.ccceiireieenieaiinesierieeenas Scorzonera
B01.650.940.800.575.100.100.800.........cccervieeerirriirierieieeaneas Senecio
B01.650.940.800.575.100.100.816......ccuecvereereeenriniirienierieianas Solidago
B01.650.940.800.575.100.100.833.......cccirvieeeriiriiricieieeias Sonchus
B01.650.940.800.575.100.100.843.......c.cceierieeniieiiniesieieeenas Stevia
B01.650.940.800.575.100.100.853.......ccccemviieiniiriiricnieieieias Tagetes
B01.650.940.800.575.100.100.874.....ccueiiiueieinieiinieseieeanae Tanacetum
B01.650.940.800.575.100.100.874.500.......ccceeeeiureeeirireeiieeesinenns Tanacetum parthenium
B01.650.940.800.575.100.100.895.......cccceririrenriniirieiieieenas Taraxacum
B01.650.940.800.575.100.100.916........cervemmeiiiiiiieiieeieeenn Tragopogon
B01.650.940.800.575.100.100.958.......c.ccceririreniniiieieieanas Tussilago
B01.650.940.800.575.100.100.979......cceiirvirieiririiricnieieieis Verbesina
B01.650.940.800.575.100.100.984.........c.cceiiiimininiineieieanae Vernonia
B01.650.940.800.575.100.100.989.......cccimviieiriiriirienieieieias Wedelia
B01.650.940.800.575.100.100.994.......c.ccemiiimiiniiiicieeeanae Xanthium
B01.650.940.800.575.100.106.......ccceeeerirreeiiirenrieeeeieennn Balanophoraceae
B01.650.940.800.575.100.106.500.........ccerereeerrerierierieriaeanas Cynomorium
B01.650.940.800.575.100.112......cccvviieiiiieieceeee e Balsaminaceae
B01.650.940.800.575.100.112.500.......ccccemuerererreriirieieeieeanas Impatiens
B01.650.940.800.575.100.118.....cccviiiiiiiiieiieeiee s Begoniaceae
B01.650.940.800.575.100.125......cciiierieieieiiceeeieeene Berberidaceae
B01.650.940.800.575.100.125.249.......cccimiviiiniiiicieieieis Berberis
B01.650.940.800.575.100.125.311 ....cueiuiiiiieiieinieeie e Caulophyllum
B01.650.940.800.575.100.125.342.......cociririeiiirircieiees Epimedium
B01.650.940.800.575.100.125.374.....ccueiiiieieiieieeeeieenae Mahonia
B01.650.940.800.575.100.125.500.......c.ccemveeeerirriirienieieiainas Podophyllum
B01.650.940.800.575.100.125.500.500........cc0creeeurruirienieieieeaeens Podophyllum peltatum

B01.650.940.800.575.100.137......cccciivriiriiiiiiiccccicns Betulaceae
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B01.650.940.800.575.100.137.500.......ccccemvireerriiriirierieienannas Alnus
B01.650.940.800.575.100.137.750......cccecerereeeieniiiesieieeanas Betula
B01.650.940.800.575.100.137.875......cccecirveriiiniiriincieieieis Corylus
B01.650.940.800.575.100.146.......cccereriereiaiiiaeeieieene Bixaceae
B01.650.940.800.575.100.148.......cceieeeeiieieieeeeceeee Bombacaceae
B01.650.940.800.575.100.148.500.......c.ccerereeerreniereenierieeanas Adansonia
B01.650.940.800.575.100.148.750.......ccocemvereeeiiirircnieieieias Bombax
B01.650.940.800.575.100.148.875......ccceiirereieieriiieieieeanae Ceiba
B01.650.940.800.575.100.150......ccceeeieririeiieiiieiieeieeis Boraginaceae
B01.650.940.800.575.100.150.122......ccueiirierieiaiieiiiesieieeenae Amsinckia
B01.650.940.800.575.100.150.188........coccirviieiniiriiricieieieias Borago
B01.650.940.800.575.100.150.210......ccueiuereeieeniiaiiriesieieeenas Comfrey
B01.650.940.800.575.100.150.327 ......ocvevvirvieeiniiriinicnieieieiens Cordia
B01.650.940.800.575.100.150.385.......cccererieiriiniinieieieeenas Echium
B01.650.940.800.575.100.150.444..........coviveeiiriririnieieis Heliotropium
B01.650.940.800.575.100.150.507 ......ccueiuirueininieniinieieeieeenae Lithospermum
B01.650.940.800.575.100.150.750.......ccccemvireeeriiriiricnieieianeas Pulmonaria
B01.650.940.800.575.100.157 ......cccviiiiiiiiiiiieiciiceees Brassicaceae
B01.650.940.800.575.100.157.100.......ccccerireeeririiricrieieeenas Arabidopsis
B01.650.940.800.575.100.157.150......cceiereerieeriinienieieieeenas Arabis
B01.650.940.800.575.100.157.175.....c.cciiiiiiiieinincieieie Armoracia
B01.650.940.800.575.100.157 187 ....cueouiiiiieiieeeiieie e Barbarea
B01.650.940.800.575.100.157.200.......cccccemireeeririirierieieiainns Brass