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Escherichia coli

E. coli (Escherichia coli) is a species of enterobacteria
in the family Enterobacterfaceae (enterobacteria).

Browse taxonomy
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Escherichia coli
Browrse all 188,644 genomes
Common name
E.coli
Reference genome ASM886v2

GIRC (2018). Strain: Sakai substr. RIMD 0509952,
RefSeq GOF.00CC08865.2
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Reference genome ASM584v2
Univ. Wisconsin (2013). Strain: K-12 substr. MG1655.
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